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Develop competencies  of 
the trainees for examining 
inventions involving 
protein and genetic 
sequences 

Search for sequences using various 
public and commercial databases 
 

Deal with technology-specific issues 
related to claim wording, or novelty 
and obviousness 
 

Identify the source of the genetic 
material 
 



Develop competencies  of 
the trainees for examining 
inventions involving 
protein and genetic 
sequences 

Increase proficiency in using 
commercial and public databases  

Accurately evaluate search 
requirements of any given claim so as 
to decide which type of prior arts to 
search for 

Learn efficient search techniques and 
best practices that ensures thorough 
search  

Assess novelty and inventiveness of 
sequence claims using the search 
products obtained 



Gather sample cases 

Search Strategy 

Search Report 

Written Opinion 



Discuss pre-
training search 

strategies 

Mentors 
provide insights  

For each case: 

Hands-on 
demonstration 

Trainees conduct 
independent 

search 

Improved search 
strategy and search 

report 



 SequenceBase (USGENE, WOGENE, GENESEQ) 
 GenomeQuest 

• DNA, RNA & protein sequence search 
 PatBase 
 STNext 

• Full-text patent search 
 

 NCBI BLAST 
• Comparing sequences and calculating homology 

 ENSEMBLE 
• Gene search and computing multiple alignments 

Commercial 

Open-access 







 Wider understanding with regard the analysis and search 
of each case 

 
 Optimized use of the databases and online platforms for 

sequence search 
 
 “Manipulate” the features of each database to effect an 

inter-platform search 
 
 Various online platforms are introduced for auxiliary search 





Claims analysis 
Identification of 

the inventive 
concept 

Prior art search  

Evaluation of 
claims against 

the chosen prior 
arts 

Search report 

Prior art search 
involving 

gene/protein 
sequences 



 Keyword search 
o Google, Google Patents, Google 

Scholar 
 

 Full-text search 
o EpoqueNet, Web of Science 
o Open-access patent databases 

  
 Sequence search 

o STN, PatSeq, BLAST 
 

 IPAS 
 

 International work products 

3-person search team 




