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Subject Matter in Biotechnologu™ g égz

e Genes, DNA or RNA fragments \

e.g. genes, primers, probes, siRNA, miRNA, SNP or vectors

e Proteins or peptides
e.g. enzymes, antibodies or epitopes

[ Products ]

e Microorganisms
e.g. bacteria, fungi, virus or cell-line

e.g. transgenic mouse

\-Animals excluding a human being or plants j

e Medical use (Pharmaceutical Composition)

e Detection or measurement method
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Genes, DNA or RNA fragments

]| Seq_1020147034356.txt - B2

oOGEF BHEE AMA0) 271V ESEH)
| SEQUENCE LISTING

<110> Jiang, Ping
Karsunky, Holger
Tressler, Fob
Cellerant Therapeutics, Inc.

Adntibodies Specific for CLL-1

Claim 1. A gene X consisting of a SReE0-74240

WO Not vet assigned

nucleotide sequence of SEQ ID NO: 1. ot vet elons

Us 61/643, 739
2012-05-07

Us 61/699, 134
2012-05-10

Us 13/794, 525
2013-03-11

Claim 2. A recombinant vector containing -
a nucleotide sequence of claim 1. Fasta far Hindars ferelon 4.0

1

8m

Ok &

Homo sapiens

> Claimed using nucleotide sequences

human C-type lectin-like molecule 1 {CLL-1), C-type lectin domain
family 12 member & (CLEC124), dendritic cell-associated lectin 2

H H H H (DCAL-2), myeloid inhibitory C-twpe lectin-like receptor (MICLJ),
Claim 3. An oligonucleotide having Cotyre Tectin protein
. <400z 1

the nucleotlde Seq uence SEQ NO 2 - atgtctgaag aagttactta tgcagatctt caatfccaga actccagtga gatggaasaa

. atcccagaaa ttagcaaatt tggggaaasa gcacctocag ctccctotoa tatatggoot

ccagoagoct tatttcotgac tottctgtac cttctattac toattagatt gagastcttg

V4 gcaagoatat ttcatataac tttoasgata gasatgasaa asatgaacas actacasaac

5 —AG CTCCAGL I I CAAI I I GCTCT—3. atcagtgaag agcotoccagag asatatttct ctacaactga tgagtaacat gaatatctcoo

aacaagatca gg9aacctotc caccacactg caaacaatas ccaccaaatt atgtcgtgag

ctatatagca aagaacasga goacasatat aagoocttgtec caaggagatg gatttggeat

aaggacagct gttatttcct aagtgatgat atccasacat ggcasgagag taaaatgaco

tatgctgctc agaatgccag cotgttgaag ataaacaaca aasatgcatt ggaatttata

amatcccaga gtagatcata tgactattag ctgggattat ctoctgaaga agattcocact

cgtggtatga gagtggataa tataatesac teoctetgoct gagttataag saacgcacct
dacttaaata acatgtattg tggatatata aatagactat atgttcaata ttatcactac

acttatasac aaagaatgat atgtgagaag atggccaatc cagtgcasct tagttctaca
tattttaggg aggcatgags ©

4
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Proteins or peptides =

> Claimed using amino acid sequences

Claim 4. A peptide Y consisting of an amino acid sequence of SEQ ID NO: 3.

Claim 5. A protein Z comprising an amino acid sequence of SEQ ID NO: 4.

Claim 6. An isolated antibody or an antigen binding fragment thereof that
binds to human ROBO4 protein, wherein the antibody consists of (a) a heavy
chain comprising CDR-H1 consisting of the amino acid sequence of SEQ ID
NO: 5, CDR-H2 consisting of the amino acid sequence of SEQ ID NO: 6 and
CDR-H3 consisting of the amino acid sequence of SEQ ID NO: 7, and (b) a
light chain comprising CDR-L1 consisting of the amino acid sequence of SEQ
ID NO: 8, CDR-L2 consisting of the amino acid sequence of SEQ ID NO: 9 and
CDR-L3 consisting of the amino acid sequence of SEQ ID NO: 10.

KIPO
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Medical Use =

Claim 7. A pharmaceutical composition comprising an antibody or an
antigen binding fragment thereof according to claim 6 for use in treating or
preventing rheumatoid arthritis.

Claim 8. The method for treating or preventing rheumatoid arthritis
comprising administering to a subject in need thereof an effective amount of
an antibody or an antigen binding fragment thereof according to claim 6 or
administering a pharmaceutical composition according to claim 7.
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Keyword Search Tools =

¢ In-house search engine: KOMPASS
e Free search engines: Google Patent, WIPO PatentScope, PubMed, Naver, etc.
e Commercial services: STN, Derwent, etc.

/1)Adva ntages \

- more databases available & easy access

- finds documents having the same technical content

- both patent and NPL databases are available for Keyword searching
- used to identify a starting document for thread searching

2) Disadvantages
- technical knowledge of the field is required (+ jargon and synonyms)

Qard to search specific sequence /
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STN - Keuword Search =

« STN is an online database service that provides global access to published
research, journal literature, patents, structures, sequences, properties, and
other data.

* A significant advantage as compared to free information services is the
value-add generated by human experts: the original information is
upgraded step by step with additional, more useful information and
features.

* |t allows for a much higher recall and precision of search results.

wiaccoll B0 STNext

Retrieved from STN website
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STN - Keyword Search with CApl

Chemical Abstracts Plus (CAplusM)

CAplus covers patent and journal article references from all areas of chemistry,
biomedical sciences, engineering, materials science and agricultural science.
Coverage goes back to 1907. The file is updated daily.

This file contains CAS Registry Numbers for easy and accurate

substance identification.

=> s CD22 and antibod? and nemorubicin

2297 CD22
881424 ANTIBOD?
128 NEMORUBICIN
2 NEMORUBICINS
128 NEMORUBICIN
(NEMORUBICIN OR NEMORUBICINS)
L1 1 CD22 AND ANTIBOD? AND NEMORUBICIN

Data obtained using STN
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seguence Search tools =

Nucleotide or Amino Acid Sequence Search

* In-house search engine: KOMPASS

e Public DBs: NCBI, EMBL, DDBJ, etc

e Commercial DBs: DGENE, Registry, PCTGEN & USGENE used in STN
- possible to conduct both identity and homology searching

- identified sequences are often hyperlinked to related documents

- does not require a detailed knowledge of the technology to which
the sequence relates

1) Advantages

2) Disadvantages
- cannot be limited to functions of gene or protein

/
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Go to https://blast.ncbi.nlm.nih.gov/Blast.cgi

sequences to sequence data

statistical significance. O, upload file —

=

[

= | detel Thot o)

oo

L

Job Title
Enter a descriptive title for your BLAST search &

Web BLAST a
ign two or more sequences

We are beta testing a New Results page
Click here if you would like to see your results in the new format. You can always switch back to the Traditional

Results page.

Choose Search Set

Database Non-redundant protein sequences (nr) v

<

EEES
&3 BLAST: Basic Local Alignment & Protein BLAST: search protein ¢ X +
« > C 8 https://blast. &« c & https;//blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM =blastp&PAGE_TYPE=BlastSearch&LINK_LOC=blast... @ +r = o
T oo =02 [ == Mo o s02 [ =31 MoE ] 2 =2z [EQM 7tHe =013
m) U_S. National Library of Medicine NCBI Sign in to NCBI
e ®
BLAST BLAST > blastp suite Home  RecentResults  Saved Strategies  Help
Standard Protein BLAST
blastn | blastp | blastx | tblastn | tblastx
. .
Bas‘c Local Allg BLASTP programs search protein databases using a protein query. more... Reset page
Bookmark
TOOI Enter Query Sequence
Enter accession number(s), gi(s), or FASTA sequence(s) & Clear Query subrange &
BLAST finds regions of simil . From
sequences. The program cor, FASTA Seq . W|th one Iette r COd e —
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Three to One : conversion of three letter code to one letter code
(http://bioinformatics.org/sms2/three to one.html)

<21 0=
<211
<21 2=
<213

<40

28
847
PRT
Homo sapiens

[Tl

et His Leu Leu Glw

b&1a Phe

Tur &la

Leu Asp

50

bsn Lvs

B5

Lys dsp

5

Ser hsp Ser
20

Tre Glu Gly
35

Gly fhsp Leu

bsn Thr Ser

Gly Lys Yal
a5

hsm Lys Asn
100

Leu

Trp

Yal

40

Phe

bsp

Glu

Leu

Yal

25

Trp

| le

Gly

Glin

Leu Ser

10

Phe

[ le

Leu

Thr

Lys

a0

| le

Leu

Pro

Thr

45

bsn

Tur

Gln

Yal

— T
o

5 Three to One * +

&< C @ Z2| 23 | bioinformatics.org/sms2/three_to_onehtml

i
Hit

=2 [ =% a0 ] 2 =2 zEe ENM 7HRe =02

=@ 32

¢ Sequence Manipulation Suite - Chrome
@ aboutblank

Three to One results

»results for sequence "seguence 1" starting "MetHisLeuLeu"
MHLLGPWLLLLYVLEYLAFSDSSKENVEELPET LY ANEGACVWIPCTYRALDGDLESFILEFH
NPEYNENTSEFDGTRLYESTEDGEVEPSEQREVOFLGDENENCTLSIHPVELNDSGQLELE
MESKETEEWMERIHILNVSERPFPPHIQLPPEIQESQEVILTCLLNFSCYGCYPIQLOWLLEG
VPMROAAVTSTSLT IRSVEFTRSELREFSPOWSHEGEIVICQLODADGEFLSNDTVQLNVEH
TPELEIEVIFSDAIVREGDSVIMTCEVSSSNPEYTTVSWLEDGT SLEEQNTFTLNLREVT
EDgSGEYCCOVSNDVGPGRSEEVEFLOVOYAPEFSTVOILHSPAVEGSSOQVEFLCMSLANEPL
PTNYTWYENGEEMOGRTEEEVEIPREILPHEAGT Y SCVAENILGTGORGPGAELDVOYFPPE
VT IVIQNPMPIREGDTVI LSCHNYNSSHESVIRYEWEPFHGAWEEPSLGVLEIQNVGEHDNT
TIACARCHNSWCSWASPVALNVOYAPRDVRVEEIRPLSEIHSGNSVSLOCDESSSHPEEVD
FFWERENGRLLGEESQLNFDSISPEDAGSY SCWVHNSIGOTASFAWTLEVLYAPRETLRVSM
SPGDOVMEGESATLTCESDANFEVSHY TWEFDWNNQSLPHHSQELELEPVEVQHSGAYWCD
ETNSVGEGRSPLETLTVYYSPETIGRRVAVGLGSCLATLILATCGLELORRWERTOSQOE
LOENSSGOSFEVENERVREAPLSEGPHSLGCYNPMMEDGI SYTTLEFPEMNIPRTGDAES
SEMORPPRTCDDIVIY SALHEROVGDYENVIFDFPEDEGIHY SELICQFGEVGERPQAQENY
DYVILEH
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NCBI Search Results

(NI

22 Protein BLAST: search pratein ¢ X

blastn ‘blastp| blastx | tblastn | tblastx

+
c

o =0= @ =3 M0E

& https://blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blastp&PAGE_TYPE

TEM A 7

U_S. National Library of Medicine NCBI1 National Center for Biotechnolo|

BLAST © >> blastp suite

Enter Query Sequence

Enter accession number(s), gi(s). or FASTA sequence(s) & Cld
> |POPHL Cage 2 - Seq. MO. 2§

MHLLGPULLLLVLEYLAF SOSSKWYFEHPETLYAWEGACW | PCTYRALDEOLESF | LFH
NPEYMENTSKFOETRLYES TKDGKYPSENKRYOFLEOKMENCTLS IHPYHLMDSHILGELR

MESKTEKWMER IHLNYSERPFPPH | OLPPE I OESOEYTLTCLLNFSCYEYP | OLOWLLER -
VPMROAAYTSTELT | KSWF TRSELKFSPOWSHHEK 1Y TCOLODADGKFLSHDTYOILNYKH )
Crupleading ;o ik | MsHE Tie gie @

Job Title
Enter a descriptive title for your BLAST search &

Align two or more sequences

Choose Search Set

Database Non-redundant protein seguences (nr) Y| @
Organism
Optional

Enter organism common name, binomial, or tax id. Only 20 top taxa w
Exclude Models (XM/XP) [) Non-redundant RefSeq proteins (WP)
Optional

Program Selection
Algorithm Quick BLASTP (Accelerated protein-protein BLAST)
* blastp (protein-protein BLAST)

PSI-BLAST (Position-Specific lterated BLAST)

PHI-BLAST (Pattern Hit Initiated BLAST)

DELTA-BLAST (Domain Enhanced Lookup Time Acceleratg
Choose a BLAST algorithm &

Search database nr using Blastp (protein-protein BLAST)
Show results in a new window

(_BLAST

=]
BLAST > blastp suite > RID-DFTIMW4B015

Home

BLAST Results

Recent Results

Saved Strate;

Edit and Resubmit

Save Search Strategies

P Formatting options & Download

Job title: results for  YoullD

How to read this page Blast report description

sequence "Untitled” starting "MetHisLeuLeu"

RID

Query ID
Description

DFTiIMW4B015

results for sequ
"MetHisLeulLeu"
amine acid

847

Molecule type
Query Length

Icl|Query_132602

(Expires on 05-13 17:15 pm)
Database Name nr

ence "Untitled" starting Description

Program

© Graphic Summary

E] Show Conserved Domains

Putative conserved domains have been detected, click on the image below for detailed results.

Query seq,
Specific hits

Analyze your query with SmartBLAST

375 Son

I-set

Superfanilies [ Ia sue

Ia superfa

Distribution of the top 103 Blast Hits on 100 subject sequences &
Mouse over to see the title, click to show alignments

NEW Click here to see the new BL

All nen-redundant GenBank CD
translations+PDB+SwissProt+P)
environmental samples from W
BLASTP 2.9.0+ B Citation

Is superfamil

625

IG superfami

Color key for alignment scores
W 40-50 W 50-80 W 30-200
Query

4|50

W <40

| | | |
1 150 300 600

H>=200

|
750

KIPO

KOREAM INTELLECTUAL PROPERTY OFFICE



1766 bits(4575) 0.0

Compaositional matrix adjust. 847/847(100%) 847/847(100%) 0/847(0%)

Sequences producing significant alignments:
Select: All None Selected:0
i1 Alignments O
TR Score Score Cover vatie ldent | ACEES5n
B Cell membrane protein CD22 [Homo sapiens] 1766 1766 100% 00 100.00% CAA42006.1
B-cell receptor CD22 isoform 1 precursor [Homao sapiens] 1756 1756 100% 00 9953% NP_0017622
unnamed protein product [Pan paniscus) 1715 1715 100% 00 97.05% XP_008967442.1
B-cell receptor CD22 isoform X2 [Pan troglodytes] 1714 1820 100% 00 9693% XP_0167911641
B-cell receptor CD22 isoform X6 [Pan troglodytes] 1712 1712 100% 00 9693% XP_0039433584.2
BiDownload ~ GenPept Graphics A
B Cell membrane protein CD22 [Homo sapiens]
Sequence ID: CAA42006.1 Length: 547 Number of Matches: 1
Range 1: 1 to 847 GenPept Graphics
Score Expect Method Identities Positives Gaps

Query 1 MHLLGPWLLL LY LEYL AFSCES MY FEHPET LY alWEEACY W FCTYRALDGDLESE [ LFH
MHLLGPWLLL L YLEVL AFSCESK MY FEHPET LY aWEGACY W1 FCTYRALDGDLESE | LFH
shict 1 MHLLGPYLLL LY LEYL AFSCESK WY FEHPET LY AWEGACY W FCTYRALDGDLESF [ LFH
Buery B HPEYNKNT SKFDGT ALY ESTEDGRY PSERRYUFLGDKNKNCTLS | HPYHLNCEEILGE R
HPEY MKHT SKFDGT ALY ESTKOGRY PEEUKBYUFL EOKHKHCTLS | HPYHLHCEEILE R
sbict B HPEYNKNTSKFDGT ALY ESTEDGEY PSEKRYOFLGDKNENCTLS HPYHLNCEEILGE R
Buery 121 WESKTERWHMERI H_WYSERFEPPRICLPPE LESHEY TLT CLLHFSCY GYP L LWLLEG
MESKTEKWMER] HLMVSERPFFPHI LLPPE| LESLEY TLT CLLMFSCYGY P DLIWLLEG
shict 121 WESKTERWMER! HLWYSERFEPPRIGLPPE LESHEY TLT CLLHWFSCY Y P LIWLLEG
Query 181 VPMRORAYTSTSLT |KSYFTREELKFSPUNSHHG | Y T COLEDADGKELSHDTY CLNYKH
YPHRGAY TSTSLT [KSYF TREELKFSPIMEHHG | Y T CLILEIDA DGRFLENDTY GLHYEH
Shict 181 VPMRLRAYTSTELT [KEYFTREELKFSPUNEHHGE | YT CULLIDA DGRFLENOTY DLNYKH

&0

&0

120
120
180
180
240
240
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STN Sequence Search =

Why sequence searching on STN

= Comprehensiveness: largest collection of sequence data
 DGENE (Derwent Geneseq™)
* CAS REGISTRYM
* USGENE
* PCTGEN

= Reliability: value-added data

= Flexibility:
e Different search algorithms (BLAST, GETSIM, GETSEQ)
 Combination with text searching in DWPI, CAplus, and INPADOC
* STN’s sophisticated search language including script language

Retrieved from STN website

KIPO
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STN Sequence Search =

= Searching for nucleic acid and amino acid Sequence

* Exact and Pattern Searching

Search Type Proteins Nucleic Acids
Exact ISQEP ISQEN

Exact Family [SQEFP Not Applicable
Subsequence [SQSP ISQSN
SLIZEIlElEE /SQSFP Not Applicable
Family PP

Retrieved from STN website

e BLAST Search

KIPO
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STN Sequence Search

Nucleic acid Sequence Search

BD sThext b

< &

E O
HH-

8 https://next.stn.o

[ == so2 |

STNext

]!

BD sThext x 4+
< c

8 https://next.stn.org/stn/#/

[
it

0= [ == A0 [l 2 =2 2y

STNext

[E0) M 7EHe =02

3 myFiles 8 voung KIM Eun

Transcript ON IPOPHL Sa
File REGISTRY
http://www.cas.org/training/s

=> scaccaggggtctggaatatgt/sqs
SCACCAGGGGTCTGGAATATGT IS NOT
The previous command name ent
For a list of commands availal
" HELP COMMANDS " at an arrow pi
=> s scaccaggggtctggaatatgt/s
L1 @ SCACCAGGGGTCTG!

=> s caccaggggtctggaatatgt/sq

L2 2 CACCAGGGGTCTGG

A->|

Transcript ON IPOPHL Sample Casel

File CAPLUS
REVISED CLASS FIELDS (/NCL) LAST RELOADED:

Dec 2015

USPTO MANUAL OF CLASSIFICATIONS THESAURUS ISSUE DATE: Dec 2015

CAplus now includes the comprehensive Cooperative Patent Classification

(CPC). See HELP cPC for details.

CAS Information Use Policies apply and are available at:

http://www.cas.org/legal/infopolicy

This file contains CAS Registry Numbers for easy and accurate

substance identification.
=> s 12

L3 212

=> d abs bib I3 1-2 hitseq|

History CAS Lexicon Databases

Session

Entered HOME 05:14:27 ON 11 MAY 2019

Entered REGISTRY 05:15:10 ON 11 MAY 2019

L1 0S a
SCACCAGGGGTCTGGAATATGT/SQSN

1225 F
CACCAGGGGTCTGGAATATGT/SQSN

Entered CAPLUS 05:22:38 ON 11 MAY 2019

L3 2 SL2 = ..

{} scripts

Data obtained using STN

KIPO
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STN Sequence Search

L3 212
=> d abs bib 13 1-2 hitseqg
L3  ANSWER 1 OF 2 CAPLUS COPYRIGHT 2819 ACS on STN
AB  DNA probes of varying lengths and amplified product sizes for use in
simultaneous and comprehensive detection of different bacterial pathogens
are described. A gPCR assay successfully detected the individual species
in single or mixed DNA conditions. Multi-species specificity tests proved
the high specificity of each probe to specific bacter PATENT NO KIND DATE L ANGUAGE PatentPak
Optimized gPCR conditions enabled discrimination on t ' atentra
specificity of each probe. The DNA probe kits are alf — ~ """ 77° -t TTttttTt¢T, TTTTTTTTTT o TTTTTTTTTTTTTTTTTTTTTT T
form integral components in gPCR assay along with the PH 1201600444 A7 20180604 English POF
protocols for bacterial pathogen detection. The curr|pl
also 9t1112€d for comprehensive clin. diagnosis in hu PATENT NO. KIND DATE APPLICATION NO. DATE
organisms.
PatentPak PDF
AN 2018:1315613 CAPLUS Full-text PH 1281600444 Al 20180604 PH 2816-1201600444 28161129
DN 169:480497 PRAL PH 2016-1201600444 20161129
TI  Use of oligonucleotides probes for detection of bacte|[T 2248026-43-7
milkfish using real time PCR RL: BUU (Biological use, unclassified): PRP (Properties): BIOL (Biological
IN Barlaan, Edward A. tudv): USES (U
PA  Philippines study); (Uses)
SO Philipp. Pat. Appl., 26pp. (probe sequence; use of oligonucleotides probes for detection of
CODEN: PHXXAQ bacterial pathogens in milkfish using real time PCR)
OT  Patent RN 2248026-43-7 CAPLUS
LA~ English CN  DNA, d(C-A-C-C-A-G-G-G-G-T-C-T-G-G-A-A-T-A-T-G-T) (CA INDEX NAME)
FAN.CNT 1
PPPL
Data obtained using STN SEQ 1 caccaggggt ctggaatatg t

KIPO
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STN Sequence Search

Amino acid Sequence Search - antibody

REGISTRY includes numerically searchable data for experimental and
predicted properties as well as tags indicating availability of
experimental property data in the original document. For information
on property searching in REGISTRY, refer to:

Y, . W A >
http://www.cas.org/training/stn/database-specific V‘O/\\ ’ % “
CDR-H1 CDR-H2 CDR-H3 ! z

=> 5 GYEFSRSWMN.+GRIYPGDGDTNYSGKFKG. +DGSSWDWYFDV/SQSP
' |CDR (or HVR)

L1 31 GYEFSRSWMN. +GRIYPGDGDTNYSGKFKG . +DGSSWOWYFDV/SQSF

CDR-L1 CDR-L2 CDR-L3
=> § RSSQSIVHS[NVAQSDIJGINIQITFLE. +KVSNRFS. +FQGSQFPYT/SQSP

L2 30 RSSQSIVHSINVAQSDL JGINIQITFLE.+KVSNRFS. +FQGSQFPYT/SQSP

Data obtained using STN

KIPO
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STN Sequence Search

=> D L1 CN SQL SEQ 28-31

L1  ANSWER 28 OF 31 REGISTRY COPYRIGHT 2819 ACS on STN

CN  Immunoglobulin, chimeric, anti-(Human CD22 (antigen)) (synthetic Mus
musculus clone chl1@F4 heavy chain V region) (CA INDEX NAME)

OTHER MAMES:

CN  45: PN: WO2007148371 SEQID: 34 claimed protein

SQL 128

SEQ 1 QVQLQOSGPE LVKPGASVKI scmsﬁvEFs Hsnw]v-'vﬁqa F‘GL}GREWI

HITS AT: 26-189 HVR H1 : GYEFSRSWMN
HVR H2 : GRIYPGDGDTNYSGKFKG
Data obtained using STN HVR H3 : DGSSWDWYFDV

KIPO
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STN Sequence Search

CAS Registry BLAST Search

Data obtained using Blast Client

[~
I Similar Sequences + CAS Registry BLAST® Report - IPOPHL case 2_Seq No 28 [=0|EoR (T
File Edit Help File Edit View Search Tools Help
Unigue Sequences: 1,000 Redundant. 978 Selected Results: 0
Result Mame (optional), | IPOPHL _case 2_Seg Mo 28 [ oo lmE s
<40 40-50 [ 50-20 l I |
=
Sequence to be searched: Alignment Summary
MHLLGPUWLLLLYLEYLAFSOSSKIYFEHPETLY ANEGACKYW PCTYR 1 213 424 636 847
HPEYMKNT SKFOGTRLYESTKOGKYPSEQKRYOFLGOKMEMCTLS TH -

MESKTERWMER | HLNYSERPFPPH I OLPPE [IESNEYTLTCLLMFSC
YPHROAANTSTSLT | KSYFTRSELKF SPANSHHGK | ¥ TCULOOADGE
TPKLEIKYTPSDA |YREGDSYTMTCEVSSSMPEYTTYSWLEDGTSLE

4

~ Alignment Details

.

Example #1: a nucleatide sequence [l M 1766 0.0 (1537228-13-9) Sialic acid-binding Ig-like lectin 2 thuman clone WO2014/011518-5EQID-28 precursar)

toooototon ctatacasgat tocctogtoc agacagcac M 1764 0.0 {133483-02- Antigen CO 22 {human clone B6.2 precursor pratein moiety reduced)
gactcattat cegcasatct gggagasact gtcaggates N 1761 0.0 (10%677-75-2) B PN: WOZN0RISE063 SEQID: & unclaimed pratein

aggtagctat gattatgott ggcaccagca gaaatcacc
ctotcactgt gatctatage aacaacaags gaccotogg ] M 1766 0.0 (1453204-08-4) 12: PN: WO2013139789 SEQID: 12 unclaimed protein

Ol M 1754 0.0 {1203771-83-43 360: PM: WO2010006215 SEQID: 360 unclaimed protein

Example #2: 3 protein sequence V 1763 0.0 (1537926-45-0) 37: PN: WoO2014014821 SEQID: 37 unclaimed protein
TYOOHLCGEHLYEAL Y Y WYHEAK GLPRAAAGAPGYRAEL LI M 171 0.0 (585620-10-3) CD22 (antigen) (human)

(LFWAERFHFEALPPARRLSLRLRGLGPGSAYLGRYALALEE]
PLLAAPAGAALRAR | RARRLRYLPSERYKELAEFLTFHYARLI D I:‘ 1727 0.0 {1537228-18-4) Sialic acid—hinding Ig—like lectin 2 (hurman clone WOEDM/D1]5]B—SEO|D—29) -
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SNP DBs o~

Single Nucleotide Polymorphism(SNP)

SNPs are single base pair positions in genomic DNA at which different sequence
alternatives (alleles) exist in normal individuals in some population(s), wherein
the least frequent allele has an abundance of 1% or greater.

DBs frequently used for SNP searching

Database Keyword Search Sequence Search
STN Registry O @)
dbSNP O O
GWAS Central O O
Genecards O
OMIM O
HAP™ Database O
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\ &
SNP DBs . &W

 dbSNP: NCBI’'s SNP database. It covers amongst may other species, human,
rodents, pig, cattle and plant species. (https://www.ncbi.nlm.nih.gov/snp/)

 GWAS central: summarizes all known SNPs and other variants from public
databases such as dbSNP and the DBGV, facilitating genotype-phenotype
association analyses. (https://www.gwascentral.org/)

* Genecards: a database of human genes, their products, functions and their
involvement in diseases. (https://www.genecards.org/)

* OMIM: Online Mendelian Inheritance in Man, an online catalog of human
genes and genetic disorders. The database contains textual information and
references. It also contains links to MEDLINE an other databases.
(https://www.omim.org/)
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KIPRIS - Korean Patent Search

Korean Intellectual Property Rights Information Service
(www.kipris.or.kr)

— O X
@ KIPRIS(Korea If @ Integrated Search | @ KIPRIS SHEEM SH2EAHL X @ Patent (CD22) < KIPRIS(Korea |+ X M & x|+
c <« CcC 9 ¢« C ©® o 9% | engpatkipris.or.kr/engpat/searchLogina.do?next=MainSearch#page1 & W O
B W ety o 2 MRS R e e e )
. 0 .
SEARCH TODRAY KIPRIS PR GUIDE KIPRIS
KITPR| KITRIS KITRIS
Patent Design Trademark KPA
View Save Query E Eng-Kor - Patent cDz? S Spread @ Search within
search results
Search History
L
i/ Integrated Search Click or EFER for more information
=4
Right # Patent & Utility model
» Al Resuts 1,811
. Status # Entire & Unexamined # Withdrawn @ Ended ) Abandoned o Invalidated @ Reiected @ Registered
v Patent: 1,810,
v Desion:: o) Free Search
CcD22 d v
f— (Full Text) (=3 an
v Trademarnk : 1
IPC EIER and v
Patent CPC (IR and ¥
Desian Title of Invention(TL) (= and ¥
Trademark
AbstractaB) [ER and ¥
KPA
Application Mo, tak and ¥ Registration Mo, (GN) and v | ~clo:
New to KIPRIS? Unex, Pub, No,(OPN) Publication Mo, (PN}
Number [T and ¥ and ¥
Visit Search Guide for beg s L )
and learn to search Int'l Application Mo, (FM) Int'l Unex, Pub, No, (FOM)
and v and v
| Search Guide
Publication Date(FD) /|~ = Applcation Date(a0) =~ =
and ¥ and ¥
RELATED SITES Registiation DatetGL) |~ m Unex. PLb, Date(CPD) &~ s -
Datant Casrrh Wahcitac Date FTR - P
4 4 »
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RISS - Korean NPL Search

Visit to www.riss.or.kr
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Korean Traditional Knowledge Portal (KTKP)
Visit to http://www.koreantk.com/ktkp2014/?lang=en

Hi KPO  Logout -

Hi. KPO  Logout - Mypage - Board - Sitemap - About KTKP

Scholarly Article Traditional Medicine Traditional Food Livelih Scholarly Article Traditional Medicine Traditional Food Livelihood Tech Creative Cultural Tech
Search Res
Sear-Ch Res ‘AH v |5chizandra chinensis ‘Pres(riptions v ‘ Schizandra chinensis | Bl Advanced
All (686) > A” All (686) Presc”p‘uons @ > Search Result » Prescriptions
) Articles (230)
Articles (230) Search result by keyword(s): Schizandra chinensis idles (230) Search result by keyword(s): Schizandra chinensis Save gl
Herbs (6) Herbs (6)
Prescriptions (432) TTLE conTeNT || Frescriptions (432) : TITLE / CONTENT
Diseases (0) Effects of Schizandra chinensis Diseases (0) 2 20|A T (EFAHFH), Donguisasangsinpyeon (R EFIRITHR)(1929)

Crush and mix the madicines to use., Omija(AETIA

Plant Resources Vol.7 No.3( /
The present study examined the effects of Schizandra chinensis extract on t]  Dictionary (2)
rats in which obesity was induced through high fat diet. Fifty male Sprague-|
were adjusted to basic diet and laboratory environment and were fed with N | ocal Foods (5)

Dictionary (2)

20|AHHASAFF)A, Donguibogam EEEE)(1613)
Roast all the medicines until it smells sweet and then crush to fine powder. Mix 7.5g per dose in thin rice gruel to eat on an
Arts of Living (11) empty stomach.. Omija(AET)A, Osuyu(BF=E)A

Lacal Foads (5)
Omija
Arts of Living (11) It is the fruit of Schizandra chinensis(=Maximowiczia sinensis). Schizandra spj

The drug has effects on nourishing the liver-gi. generating the body fluid. a K
Agricultures (0}

Agricultures (0} HULHERREG, Donguisasangsinpyeon (REEEISANIR) (1929)
Crush the medicines to use., Maengmundong P14, Omia(AET)A

ochemical study on

ect of Schizandra chinensis on en \re]tang\'b\e Cultural Heritage
7 enf o8

Intangible Cultural Heritage
) oxan

In order to study the effect of Schizanara chinensis on the pancreatic ducts ol2reH=Hi8)A, Donguibogam CEEEE) (1613)

Dawley white rats within the weight of 200g were divided into Normal grou Add RHIZOMA ZINGIBERIS RECENS and boil.. Gamcho(HE)A. Gamcho(HEE)A, OmaelSHE)A, Omija(EHT)A

— 100mg/kg of Alloxan monohydrorate was injected into the caudal artery veif = Recently data
i= Recently data

Biochemical Study on the Effects of the Omija(Schizandra chi * Nodata

+ Nodata

=817 |2 (EFERS), Donguisasangsinpyeon (EELIRITHR) (1
-36), 2011-03-30] Slice the medicines and then decoct in water to drink., Gilgyeong@E18), Omija(@mET)A, Jeogeunpi (FEREE)
To investigate the protective effect of omija(Schizandra chinensis Baillon) te:
Dawley rats(100+10 g) were divided into 6 groups consisting of a control g
extract group, a 1,000 and 2,000 ppm aluminum group, and a 1,000 and 2]

by Aluminum
The Korean Joumnal of Food And Nutrition Vol 24 No.1(28

SHEGERA)A, Donguibogam (REEERE) (1613)
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WIPO PatentScope

Go to https://patentscope.wipo.int/search/en/search.jsf

0 [ WOZ2013169625 ANTIBODIES & X +

€« < & @ World Intellectual Property Organization [CH] | https://patentscope.wipa.int/search/en/detail jsf?docld... ¥ = e
FEH (I =012 =3 Mol [ 2 =z 2y2 [E0AM 7HHE 03
= U Mabile | Deutsch | Espsficl | Frangsis | B35 | 220 | Portugués | Pycoaeil | 55 | el
WIPO é PATENTSCOPE
ﬂ Search International and National Patent Collections

WORLD INTELLECTUAL PROPERTY ORGANIZATION

Q Search | Browse | ™ Translate | ¥ News - T
Home » IF Services » PATENTSCOPE

1. (WO2013169625) ANTIBODIES SPECIFIC FOR CLL-1

[ PCT Biblio. Data I Description I Claims I Drawings I Mational Phase I Motices I Documents _

Available information on Mational Phase entries{more information)

Office Entry Date MNational Number Naticnal Status

Australia 03.11.2014 2013259350 Fublished: 20.11.2014
Granted: 01.02.2013

Canada 03.11.2014 2872513

Japan 06.11.2014 2015511563

European Patent Office (EPO) 02122014 2013787381 Published: 18.03.2015
Granted: 26.09.2013

Israel 235397 Granted: 01.04.2019
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EPO : https://register.epo.org
USPTO : https://portal.uspto.gov/pair/PublicPair
JPO : https://aipn.j-platpat.inpit.go.jp/Al2/cgi-bin/AIPNSEARCH
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HHECT =02 [ s= MoE [ 2 =2 zeE [E0|M 7 3
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