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XML ZEAR%11H

XML = eXtensible (R[¥ &) Markup (#7ic) Language (iBS)
R TRIMBEEERIHT “PRic”
WWEALRHETERRAR, AFIHEFYENSEY

DTD = Document (3X#4) Type (Z£#E!) Definition (EX) - XfXML
XSG AR NBEBEHRITENX
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XML EARE1R
&, BEME (1)

PCT/IB2015/099999

<ApplicationNumberText>

</ApplicationNumberText>
uiiu
w languageCode="en">Mus musculus abcd-1 gene for efg protein</InventionTitle>
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XML EARE1R
&, BEME (2)

PCT/IB2015/099999«/ApplicationNumberText>

“TTRE"

<InventionTitle IanguageCodez"en"@Cd-l gene for efg protein</InventionTitle>

<ApplicationNumberText

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

18



19

XML EARENH
TR, BHEFE (3)

<ApplicationNumberText>PCT/IB2015/099999</ApplicationNumberText>

e languageCode

‘BRIt

<InventionTitl >Mus musculus abcd-1 gene for efg protein</InventionTitle>

‘BIEE"



XML ZEAR%11H

REF R

ERREPUIREINE X LAERNE,

Reserved Predefined Entities

Character
< &lt:
> &at;
& &amp;
“ &quot;
' &apos;

a0 - FEIRENFILNE AN “<50..62
<INSDFeature location><50..62</INSDFeature_location> x

<INSDFeature_location>&lt;50..62</INSDFeature_location> /

WIPO
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AN ZHZR ST.26 : SEHl

<?xml version="1.8" encoding="UTF-8"?>
<!DOCTYPE ST265equencelisting PUBLIC "-//WIPQ//DTD Sequence Listing 1.3//EN" "ST265equencelisting V1_3.dtd">

E]<ST265equenceListing dtdVersion="V1_3" fileMame="for WIPO Training" softwareMame="WIPO Sequence" softwareVersion="1.1.8-beta4” productionDate="2821-83-24":

<ApplicationIdentification>
<IPOfficeCode>IB</IPOfficeCode>
<ApplicationNumberText>PCT/IB2015/@299993</ApplicationNumberText>
<FilingDate>2015-@1-31</FilingDate>

- </ApplicationIdentification>

<ApplicantFileReference>ABC123</ApplicantFileReference:

= <EarliestPriorityApplicationIdentification>

<IPOfficeCoder>IB</IPOfficeCode>
<ApplicationNumberText>PCT/IB2014/111111</ApplicationNumberText>
<FilingDate>2014-81-31</FilingDate>

= </EarliestPriorityfpplicationIdentification:

<ApplicantName languageCode="en">Shutsugan Pharmaceuticals Kabushiki Kaisha</ApplicantName:

<InventionTitle languageCode="en">Mus musculus abcd-1 gene for efg protein</InventionTitlex

<SequenceTotalQuantity»1</SequenceTotalQuantity>

<SequenceData sequenceIDNumber="1">

<INSDSeq»>
<INSDSeq_length:»52</INSDSeq_length:
<IN5DSeq_moltype>DNA</INSDSeq_moltypes
<IN5DSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-tables
<INSDFeatures
<INSDFeature_keyrsource</INSDFeature_key:>
<INSDFeature_location>1..52</INSDFeature_location>
<INSDFeature_gquals>
<INSDQualifiers>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value»genomic DMNA</INSDQualifier_value:

- </INSDQualifier:

(] <INSDQualifier id="g2"»
<INSDQualifier_namerorganism</INSDQualifier_name:>
<INSDQualifier_value>Mus musculus</INSDQualifier_wvalues>

- </INSDQualifier:

- </INSDFeature_quals>

- </INSDFeatures>

- </INSDseq_feature-table>

<INSDSeq_sequenceratgaaattaasacatasaarggatgatssasatgagetttgatatassaasagg</INSDSeq_sequence>

- </INSDSeq>

- </SequenceData>

—</5T265equencelistings>

LA ASARE
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FMANHZD ST.26 : B

1
VR
H
N—

% 141T- XML =B
(ST.26 % 39(a) %)

//

<?xml version="1.8" encoding="UTF-8"2:
<!DOCTYPE ST26Sequencelisting PUBLIC "-//WIPQ//DTD Sequence Listing 1.3//EN" "ST265eguencelisting V1 _3.dtd">
—|<5T265%equencelisting dtdVersion="W1_3" fileName="for WIPO Training" softwareName="WIPQ Sequence”
softwareVersion="1.1.8-betad4" productionDate="2821-83-24">
= <hpplicationIdentification»
<IPOfficeCode»IB</IPOfficeCodes
<ApplicationMumberText>PCT/IB2815/099999< /ApplicationNumberText:>
<FilingDate»>2015-81-31</FilingDate:
- «/ApplicationIdentification>
<applicantFileReference>ABC123</ApplicantFileReference:
= <BEarliestPriorityApplicationIdentification>
<IPOfficeCode»IB</IPOfficeCode>
<ApplicationNumberText>PCT/IB2014,/111111</ApplicationNumberText>
¢FilingDate>2014-81-31</FilingDatex
- «/EarliestPriorityfpplicationIdentifications
<dpplicantName langusgeCode="en"»Shutsugan Pharmaceuticals Kabushiki Kaisha</ApplicantMName:
«InventionTitle languageCode="en"»Mus musculus abcd-1 gene for efg protein</InventionTitlex
<SequenceTotalQuantity>1</SequenceTotalQuantity:
= <5Sequencelata sequencellNumber="1">

WIPO
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LA ST.26 @ HiF (2)

F 2 17— X¥3EE (DOCTYPE) =H
(ST.26 # 39(b) &)

£7f¥ml version="1.8" encoding="UTF-8"7>

<!DOCTYPE ST26Sequencelisting PUBLIC "-//WIPD//DTD Sequence Listing 1.3//EN" "ST265equencelisting W1 _3.dtd™:

softwareVersion="1.1.8-betad" productionDate="2821-03-24">
= ¢hpplicationIdentification>
«IPOfficeCode»IB</IPOfficeCode>
<ApplicationMumberText>PCT/IB2@15/099999 < /ApplicationNumberText:
«FilingDate>2815-81-31</FilingDate>
- </ApplicationIdentification>
<applicantFileReference>ABCL123</ApplicantFileReferences
= <EarliestPriorityApplicationIdentification>
«IPOfficeCode»IB</IPOfficeCodes
<ApplicationMumberText>PCT/IB2814/111111</ApplicationNumberText:>
<FilingDate»>2014-81-31</FilingDate>
- </EarliestPriorityfpplicationIdentificationz

5]{5T255equenceListing dtdVersion="¥1_3" fileMame="for WIPO Training" softwa

<SequenceTotalQuantity>1</SequenceTotalQuantity:>
o <Sequencelata sequenceIDNumber="1">

<ApplicantMame languageCode="en">Shutsugan Pharmaceuticals Kabushiki Kaisha</ApplicantName:
«InventionTitle languageCode="en">Mus musculus abcd-1 gene for efg protein</InventionTitle:

w

reMame="WIPO Sequence"”

IPO
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1

<?xml version="1.8"
<!DOCTYPE 5T26Sequencelisting PUBLIC "-//WIPD//DTD Sequence Listing 1.3//EN" C
<5T265equencelisting
softwareVersion="1.1.8-betad" productionDate="2821-@3-24">»

MINZHZE ST.26 - B

(3)

E 31T

o PITE
(ST.26 5 43 %)

encoding="UTF-8"?»

dtdversion="W1_3" fileName="for WIPO Training™

<ApplicationIdentification>
<IPOfficeCode»IB</IPOfficeCode>
<ApplicationNumberText>PCT/IB2815/899999< /ApplicationNumberText:
<FilingDate>2815-81-31</FilingDate>
</ApplicationIdentification>
<ApplicantFileReference»>ABC123</ApplicantFileReference>
<EarliestPriorityApplicationIdentification:
<IPOfficeCode>IB</IPOfficeCodes
<ApplicationNumberText>PCT/IB2814/111111</ApplicationNumberText:
<FilingDate>2014-81-31</FilingDate>
</EarliestPrioritydpplicationIdentification:
<ApplicantMame langusgeCode="en">Shutsugan Pharmaceuticals Kabushiki Kaisha</fpplicantMName:
<InventionTitle languageCode="en">Mus musculus abcd-1 gene for efg protein</InventionTitle:
<SequenceTotalQuantity>1</SequenceTotalQuantity:
<Sequencebata sequencelDNumber="1"3

<

265equencelisting V1 _3.dtd">
softwarelame="WIPD Sequence"

24
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XNZHZR ST.26 : HF (4)

<SequenceData sequenceIDNumber="1">

<INSD5eq>
<IN5DSeq_length>52</INSDSeq_length:
<IN5DSeq_moltype»DNA</INSDSeq_moltype:

Ve Zaad /-
<INSDSeq division>PAT</INSDSeq division> (ST.26 # 38(b)&Z. #

<INSDSeq_feature-table:
<INSDFeatures

BRI ¢

50-100£¢)

<INSDFeature_keyrsource</INSDFeature_key>
<INSDFeature_location»1..52</INSDFeature_location:
<INSDFeature_guals>
<INSDQualifiers
<INSDQualifier namermol type</INSDQualifier name:
<INSDQualifier waluergenomic DMA</INSDQualifier wvalue:
</INSDQualifisr:
<INSDQualifier id="g2">
<INsSDQualifier_namerorganism</INSDQualifier_name:
<INSDQualifier walue>Mus musculus</INSDQualifier wvalue:
</INSDQualifier:
</INSDFeature_quals:
</INSDFeature:
</INSDSeq_feature-table:
<INSDSeq_sequenceratgaaattaasacataaaarggatgatasaatgagatttgatataaaaaagg</INSD5eg
</INSDSeqg>
</5equenceDatar

—-</5T265equencelisting

_Sequences:

WIPO
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FNHZR ST.26 - &R

it

2 (1)

« “Application Identification” (BRiIFIRFAI) T3
- B EARE, BI5S. BI5H. IR NERBEEIN ;
- B, RERERBAEERES

<ApplicationIdentification>
<IPOfficeCode>IB</IPOfficeCodes
<ApplicationNumberText>PCT/IB2015/099999</ApplicationNumberText>
<FilingDate>2015-081-31</FilingDate>

</ApplicationIdentification>

<ApplicantFileReference>ABC123</ApplicantFileReferences

<EarliestPriorityApplicationIdentification:
<IPOfficeCode>IB</IPOfficeCode:
<ApplicationNumberText>PCT/IB2014/111111</ApplicationNumberText>
<FilingDate>2014-01-31</FilingDate>

</EarliestPriorityApplicationIdentification:

WIPO
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FNHLZR ST.26 - BAER (2)

- “Priority Application” ({L5tiNERIE
- FAHR REEaiE— N AANEIE, MARAEREMATNEE
- EERMENIE R N B IEIR

N\

<ApplicationIdentification>
<IPOfficeCode>IB</IPOfficeCodes
<ApplicationNumberText>PCT/IB2015/099999</ApplicationNumberText>
<FilingDate>2015-81-31</FilingDate>

</ApplicationIdentification>

<ApplicantFileReference>ABC123</ApplicantFileReferencer

<EarliestPriorityApplicationIdentification:
<IPOfficeCode>IB</IPOfficeCodes>
<ApplicationMumberText>PCT/IB2@14/111111</ApplicationNumberText:
<FilingDate>2814-81-31</FilingDate>

</EarliestPriorityApplicationIdentification:

WIPO
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N HLZR ST.26 - BAMER (3)

- “Applicant and Inventor Name” (BRI AR &BBABRR) T3

- B REAE—RBASHRA— N EPAER, AL
TE RBEATRBA

- HIBARIRZREIN ; XIBAZBFZEEI ;
- HIBEABRFHIARBAZTRAES U2 WIED ;

- IRBABAF/EABABFAEZIEUnicodeEARA T F5F, N
MEFEERN T FHMITIFRHF

<ApplicantName languageCode="ja"> LEARE# Lo H < /ApplicantName=
<ApplicantNamelLatin>Shutsugan Pharmaceuticals Kabushiki Kaisha</ApplicanthamelLatin>

<InventorName languageCode="ja">1¥3F A RB</InventorName:

<InventorNamelatin=Taro Tokkyo</InventorMamelLatin:=
WIPO
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FXNHER ST.26 : BAER (4)

« “Invention Title” (&BE®EFR) T3
- WIRLBRIFESREEZEV -1 RIARIR ;
- AILUEEEMESHNES RN
- BTEMMESNEENED ;

<InventionTitle languageCode="en">=My spectacular invention</InventionTitle>

<InventionTitle languageCode="de">Meine spektakuldare Erfindung</InventionTitle=
<InventionTitle languageCode="Iv">Mans iespaidigais izgudrojums</InventionTitle=
<InventionTitle languageCode="ru">Moe 3pennuHoe nzobpetenmne </InventionTitle=

WIPO
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FNHZR ST.26 - BAER (5)

“Sequence Total Quantity” (FHISE) Tk
_hiE
RENMEE IR F S

<SequenceTotalQuantity>6</SequenceTotalQuantity>

TTTTTTTTTTTTTTTTTTTT
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31

VZHZ3 ST.26 : 5] (1)

o e — “Sequence Identification Number” (512 5]S)
© BIETR = “SEQ ID NO:”

<SequenceData sequenceIDNumber="1"

<INSDSeq> ﬁ;gljﬁg
{INSDﬂeq_length>52<KIHSDSeq_length>4——"—'——_—————_——_——_——_———

<IN5DSeq_moltype>DNA</INSDSeq_moltype:

{INSDSEq_diUiSiDH>P|"-"LT{,"'IN5D5EI:|_E|i‘.-'iSiDﬂ\ /\;/ F

<INsSDSeq_feature-table: —_— 7] ==
<INSDFeature> (DNA. RNA. Bk AA)

<INsDFeature_key>source</INSDFeature_key>
<INSDFeature_location»1..52</INSDFeature_location:

T

<INSDFeature_quals:
Tara_ ./\EE“
<INSDQualifier: Jl B
<INSDQualifier namermol type</INSDQualifier name:> SEHEAE o« ”
Fher_name mol_typec/TisD0lifier s GBER “PAT")
<INSDQualifier valuergenomic DMA</INSDQualifier_walue:
<fINSDQualifiers

<INSDQualifier id="g2">
<INsSDQualifier namerorganism</INSDQualifier_name:
<INSDQualifier wvalue*Mus musculus</INSDQualifier walue:
</INSDQualifiers
</INSDFeature_quals:
</INSDFeature>
</INSD5eq_feature-table:
<INSDSeq_sequenceratgasattasaacataaaarggatgatasastgagatttgatataaasaagg</INSDSeg_sequences
</INSDSeq>
</SequenceData>
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FMNHZ ST.26 - 51 (2)

« WIER “source” 8% “SOURCE” %1

<SequenceData sequenceIDNumber="1"3> « ”
<INSDSeq> E*’é’l\ﬁ?ﬁﬂ’ﬁﬂ, ﬁ 1T“source ##1E

<INSDSeq_length»>52</IN5D5eq_length>
<INSDSeq_meltype:DMNA</INSDSeq moltypes
<INSDSeq_division»PAT</INSDSeq_division:
<INSDSeq_feature-table:
<INSDFeature:
<INSDFeature_key>source</INSDFeature key:>
<INSDFeature_location»l..52</INSDFeature_location:
<INSDFeature_gquals>
<INSDQualifier:
<INsSDQualifier name»mol_type</INSDQualifier_name:
<INSDQualifier wvaluergenomic </INSDQualifier walue:
</INSDQualifiers
<INSDQualifier id="g2":

/ “source’iLiE W Is EE N F5

<INSDQualifier name>organism<dl DQUnllfler )

AN = L
<INSDQualifier valuexMus musculus</INS ﬁ ’Z\i§|}E;E1T
</INSDQualifiers type (/\¥7kﬂ:u) *D
</INSDFeature_quals> Organ|sm (ﬂiq;a”$)

< /INSDFeature:>

</INSDSeq_feature-table:
<INSDSeq_sequenceratgaaattaaaacataaaarggatgatasaaatgagatttgatataaaaaagg</INSD5eg_sequences
</INSDSeq>
</SequenceData>
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MW HZE ST.26 : 3 (3)

ST.26 F5I%#E -

<SequenceData sequenceIlDNumber="1"»
<IN5DSeq>
<INSDSeq_length»52</INSDSeq_length:
<INSDSeq_moltype»-DNA</INSDSeq_moltype:
<INSDSeq_division»PAT</INSDSeq_division:
<INsSD5eq_feature-table:
<IN5DFeature:
<INSDFeature_key>»source</INSDFeature_key>
<INSDFeaturs_location»1..52</INSDFeature_location:
<INSDFeature_quals:
<INSDQualifiers
<INSDQualifier namermol type</INSDQualifier name:
<INsDQualifier wvaluergenomic DMA</INSDQualifier_wvalue:
</INSDQualifier:
<INSDQualifier id="g2">
<INSDQualifier_ namerorganism</INSDQualifier_name:
<INSDQualifier walueXMus musculus</INSDQualifier wvalue:
<fINSDQualifier:s
</INSDFeature_quals:
</INSDFeature>
</INSDSeq_feature-table:
<INSD5eq_sequenceratgaaattaasacataaaarggatgatessatgagatttgatataaasaagg«/INSDSeg_sequences
</INSDSeq>
</5equenceData>
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I HZR ST.26 - 3 (4)

« WHIER “mol_type” F1 “MOL_TYPE” [RE ff — [ ZE1E -

DNA RNA AA

HE XA DNA HEEAH RNA E4=px
Hith DNA MRNA

K7 ECEY DNA tRNA

rRNA

H{th RNA
R RNA
&&= CRNA
K7 ECEI RNA

TTTTTTTTTTTTTTTTTTTT
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Y HZR ST.26 : 75 (5)

B “organism” 1 “ORGANISM” [RE#F — AI#E1E -

- RITXEAMM4, a0 “Mus musculus”
- BREE “sp.”, a0 : “Mus sp.”

- fA&=ME, a0 “Torque teno virus 1”

- “unidentified” (FRKiRH!)

- “synthetic construct” (& RHIER)

FR4A, HlNER, TRRAFEDELT. NEFE, FLERS

KPMEERETPEREERA,

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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N HZE ST.26 - AR (6)

FHIE R A PR E T

fR T W 1ER] “source” B, “SOURCE” ##E4t, BB ATILURNINZ B4
E, FHFA—FmafFo

- ATREEFIMIERER 5T BHFHER ;
- BYHFIERRE—THSITUARES, FRAUTRE—TQHER

== i

AT

5.12. Feature Key misc_binding

Definition site in nucleic acid which covalently or non-covalently binds another moiety that
cannot be described by any other binding key (primer_bind or protein_bind)

Mandatory qualifiers bound_moiety

Ooptional qualifiers allele
function
gene
gene_synonym
map
note

Comment note that the regulatory feature key and regulatory_class qualifier with the value
“ribosome_binding_site” must be used for describing ribosome binding sites
wlilPO
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M HZR ST.26 - 31 (7)

BERFS

BWRNNERNFS ;
T, Th=s ;

B VRS U KRRNARIBREETE
unu E"]gﬁik{é% ;aas ‘C,s

g 3 YU S ERT— A

Symbol

Nucleotide

adenine

cytosine

guanine

thymine in DNA/uracil in RNA (t/u)

aorc

aorg

aortu

corg

cortiu

g or t/u

a orcorg; nott/u

aorcort/u;notg

aorgort/u;notc

S lo|a|lTgi<|x<|w|s (=3 |~al|o

corgort/u;nota

a or ¢ or g or t/u; “unknown” or “other”
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MINZHZE ST.26
=5 (8)

[ERFI

KRB FRABYS
LTZEE, TRS ;

uxu E"]%ﬁ-\l«A{E% ‘A,~ ‘R,\ ‘N,\
cD;s :(;’s ‘Q,\ ‘E’s ‘G,\ ‘H,\
‘I,s ‘L,\ ‘K,s ‘M’\ ‘F,\ nP;s
‘O,s nS,s ‘U,\ ‘T,\ ‘Was ‘Y,\
B VAR —

Symbol

Amino acid

I=

Alanine

Arginine

Asparagine

Aspartic acid (Aspartate)

Cysteine

Glutamine

Glutamic acid (Glutamate)

Glycine

T oMol o=

Histidine

Isoleucine

Leucine

Lysine

Methionine

Phenylalanine

Proline

Pyrrolysine

Serine

Selenocysteine

Thraonine

Tryptophan

Tyrosine

WValine

Aspartic acid or Asparagine

Glutamine or Glutamic acid

Nl m|s|=x|S|ldlc|w|o|o|m|E]|=|—|—

Leucine or lsoleucing

AcorRorNorDorCorQorEor G
orHorlorLorKorMorForP or
CorSorUorTorWorY orV;
“unknown” or “other”

WIPO
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MINZHZD ST.26 - 5 (8)

« BERRFA  RIFBRBAMFINRPRIRFIEE MEIEN
EEFIEH RS,

- INSDSeqg_length, INSDSeq_moltype, INSDSeq_division
& BEERFEMAE

- RARLER MRBIREFILE ;
- FAlTERBANAFIE “000”

<SequenceData sequencelDNumber="7"=
<INSD5eq=
<INSDSeq_length/=
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence=000</INSDSeq_sequence
</INSDSeq=>
<fSequenceData>
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MINELN ST.26 - AR

IEXC — WHAIRTHIER

Bik— — EF INSDCRYZ TR 3R

B4 — — ST.263C#425E DTD

fiif= — ST.26/% 5113k XML& R4

B H — ST.26 XML ;RBIMERR T KIBFERFFE

B4R — INDSEUERIMER ((F RFIRF=INE)

B — SEEHNIES S

B 7< B 2 — Bt < Hh B 22 O B35 PR A 1 51 22 FHE R BIXML T 4
it —X FIFFE IR MST. 255 9ST. 26 Y

TTTTTTTTTTTTTTTTTTTT
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XN ZHZR ST.26 :
1IEX

1-9 5= ; X ; 55l ; %

10-37 ER S E TN

38-49 XML 5 F& 4514

50-71 FHIEIREAHMEN D ; $FESR ; 151E5R ; DB E ; 45
ERLE

72-84 FHERRE FF ; WIE4FERE 7F

85-100 HHEXZE; #iSF5, T

TTTTTTTTTTTTTTTTTTTT
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FANHLR ST.26 M4 —

ZEEDLER

BRERIIR NE, BRFEES)
BIMRZE L5

fEMIIR (KE, 2FETS)
BinmaEigslx

AT 1% E BEFr 51| B S 1IE B8

AT ZE BT 5 IR E &

AT RERMFER (S48 BUniProt)
AT REE8F 5 IR E #

B EBR

© 0 N o DN WwN R

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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PN ZHZR ST.26 Fitds

ST.26 DTD

ST.26 DTDIFEMAEE : H§1 1.3k

EAERE D
BT HRBERARNITR
R 5 BdiE H A ER 7o

- INSDC DTDBIF &
—PMEZITFIHELR, BT TRESE

TTTTTTTTTTTTTTTTTTTT
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LR ST.26MH4 N -
St

BEAN X TFRFIDAFHESSSEAH, HEXE N OHERE 7 ST.267
Mjgn{el3& A ;

BuplER S R
1. BEER. RTFIFRLEFRIBENARIIEE
2. MBEBRFAFFIIRNARIZR, NEZEFRR,

Bt R BOF R 2 — 1 ST.26 XMLFFFIR, 24ET #6S3HHHIH IR
a3ahl,
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MW ZEZR ST.26 M4t
*FIGFEFHIRMST.255#NST.26895E 1Y

...... BB AN R SR IB N FT A A,

ST.26BIE KR 5EST.254E - ST.26 1M ZESRIZHST. 25N B E K
IREMER

IS E 5| FRMST. 258 K E M AST.264xK, BEEZEERIEANEN

IR EEMEEFRRN, BFAST.25ERMFIIREIAST.26
B, TESEFHARE

A0 T 208 S HRIBHZ, FMER EINFIES
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OOOOOOOOOOOO



46

WIPO Sequence (1)

EFNARHANERTLE, BTFXHRE. WIEMEMSTSST.26
ZKHF IR

AAREZERNAREER, BRMLREZEAPFFAEEERMEABA
FARX—BHALE

{85/ WIPO Sequencer] LLE I A FRISRHE, E1EST.26 XMLAIE!
12 TEEEREXMLE

FELLT LR 2R N S S A ARA

https://www.wipo.int/standards/en/sequence/index.html
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WIPO Sequence (2)
FIIERAMER A iR, WiF, AEAUERST 261 MRS
%

BRI LML TS A : ST.26FK5IR. ST.2611H. ST.25FK %
F. multi-sequencet& XXX H. rawtg =X EFOIFASTARE 304

tha] LU IEXMLEE R B F 51 3R

MEXBHER. REMFEDERLFIFAI UM TR REPRIAEE
RIEANKBANEROUMUFEE “ARTAR $iEET
XIFERAFERAMXLIFFXHHSES A
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WIPO Sequence : Il

PROJECTS FPERSONS &k ORGANIZATIONS ORGANISMS HELP PREFERENCES ENGLISH w

WIPO | Sequence

NEW PROJECT  IMPORT PROJECT IMPORT SEQUENCE LISTING  VALIDATE SEQUENCE LISTING

PROJECTS

Project name =

16079428 no source se

Applicant file reference

Applicant name

Invention title

STABLE LIQUID

Status

Creation Date =

i1 HO075.70243US00 Ferring B.V. GONADOTROPIN invalid 2021-02-01
s FORMULATION
All features and Compositions and
e 123abc Simple Healthkit, Inc. Methods for Treating modified 2021-02-M
gualifiers
Cancer
{i\rk three letter aa code abc123 Joe, Smith \rnproperl 3-letter AA new 2021-07-26
import from ST.25 code for import
Beta 4 Test Project abc123 Stephenson, Adam Beta 4 Test Project modified 2021-03-1
DNA RNA with u and t uspto Biotech, Inc. Beta 4 test import ST25 modified 2021-03-15
WIPO
WORLD

INTELLECTUAL PROPERTY
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WIPO Sequence : Il H1¥?2
EBOEET

FOR WIPO VERIFICATION FREE TEXT IMPORT DISPLAY THE SEQUENCE
TRAINING REPORT QUALIFIERS REPORT LISTING EGEELERENCECRRERDUISHIEY project
home
GENERAL INFORMATION SEQUENCES
APPLICATION IDENTIFICATION
Application Identified Before the assignment of the application number P Office IB - International Bureau of the World Intellectual Property Organization [WIPQ]
Application filed Application number PCT/1B2015/099999 V24
Applicant file reference ABC123

Filing date 2015-01-30

PRIORITY IDENTIFICATION

IP Office Application Number Filing date Selected Earliest Priority Application
IB - International Bureau of the World
Intellectual Property Organization (WIPO] R R 2014-01-30 Yes

APPLICANT & INVENTOR

Add Inventor

Applicant name Shutsugan Pharmaceuticals Kabushiki Kaisha Primary applicant

V74
INVENTION TITLE
Add Invention title
nvention title Mus musculus abcd-1gene for efg protein Language en - English 74

WIPO
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WIPO Sequence : Il H1¥?2
RIS

WIPO | Sequence FOR WIPO VERIFICATION FREE TEXT IMPORT

Retumn
DISPLAY THE " 0
TRAINING REPORT QUALIFIERS REPORT SEQUENCE LISTING v PREFERENCES  ENGLI'w project
home:
GENERAL INFORMATION SEQUENCES
Sequence Number [ID] 1 Molecule Type DNA
Sequence Name test Organism Mus musculus &
Length 52

FEATURES

Add feature

Feature Key

Location Qualifiers
source 152 mnlﬁtype: genomic DNA
I organism = Mus musculus
SEQUENCE
atgaaattaa aacataaaar ggatgataaa atgagatttg atataaaaaa gg 52
s
< o

/T\
WIPO
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18 3%« 4alEE

CWS : FINAHLRInEZRS
DDBJ : HZA DNAZUEZE
EMBL-EBI : BN EM{ERF
EPO : FMZRI/E

INSDC : ElFr#%E k51 80E == FEXEE
IPO : #MR =X /F

NCBI : EREYHEAEZRF L

WIPO : tHFEIMAR=NAER

Al

=

TTTTTTTTTTTTTTTTTTTT
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