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£ (feature) 7|12: X|0f 2J5H 2kl E M EO| StLf 0] o TH7| S HHS}H|
Floll ArE 2 5= ULk
- M E0l| Hiet S 7|27 £5 1, A4 50 A0 QUL

-SiiE A 0| CHet EX 7|2 = A XI0|C;
0| =01, “misc_binding”
O/t A S0 CHet E4 7271 £& 1, MM 70| SHE[O] ULt
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- Of0[ =4k M Eofl oot £ 7|2 = EHEXH0[Ct; O £ =01, “REGION”

eP8Xt(qualifier)S A8t 58S F2IE 2ES = ULt

A A 0| CHEE SPYRIH RS ), M4 60| SHE0f YTt
AR A Q0| Tt SHYRHe ABXLO|CE 0|2 SO, “allele”
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...ATTAAAGGTTTATACCTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTGTAGATCTGTTCTCTAAA
CGAACTTTAAAATCTGTGTGGCTGTCACTCGGCTGCATGCTTAGTGCACTCACGCAGTATAATTAATAAC
TAATTACTGTCGTTGACAGGACACGAGTAACTCGTCTATCTTCTGCAGGCTGCTTACGGTTTCGTCCGTG
TTGCAGCCGATCATCAGCACATCTAGGTTTCGTCCGGGTGTGACCGAAAGGTAAGATGGAGAGCCTTGTC
CCTGGTTTCAACGAGAAAACACACGTCCAACTCAGTTTGCCTGTTTTACAGGTTCGCGACGTGCTCGTAC
GTGGCTTTGGAGACTCCGTGGAGGAGGTCTTATCAGAGGCACGTCAACATCTTAAAGATGGCACTTGTGG
CTTAGTAGAAGTTGAAAAAGGCGTTTTGCCTCAACTTGAACAGCCCTATGTGTTCATCAAACGTTCGGAT
GCTCGAACTGCACCTCATGGTCATGTTATGGTTGAGCTGGTAGCAGAACTCGAAGGCATTCAGTACGGTC
GTAGTGGTGAGACACTTGGTGTCCTTGTCCCTCATGTGGGCGAAATACCAGTGGCTTACCGCAAGGTTCT
TCTTCGTAAGAACGGTAATAAAGGAGCTGGTGGCCATAGTTACGGCGCCGATCTAAAGTCATTTGACTTA
GGCGACGAGCTTGGCACTGATCCTTATGAAGATTTTCAAGAAAACTGGAACACTAAACATAGCAGTGGTG
TTACCCGTGAACTCATGCGTGAGCTTAACGGAGGGGCATACACTCGCTATGTCGATAACAACTTCTGTGG
CCCTGATGGCTACCCTCTTGAGTGCATTAAAGACCTTCTAGCACGTGCTGGTAAAGCTTCATGCACTTTG
TCCGAACAACTGGACTTTATTGACACTAAGAGGGGTGTATACTGCTGCCGTGAACATGAGCATGAAATTG
CTTGGTACACGGAACGTTCTGAAAAGAGCTATGAATTGCAGACACCTTTTGAAATTAAATTGGCAAAGAA
ATTTGACACCTTCAATGGGGAATGTCCAAATTTTGTATTTCCCTTAAATTCCATAATCAAGACTATTCAA
CCAAGGGTTGAAAAGAAAAAGCTTGATGGCTTTATGGGTAGAATTCGATCTGTCTATCCAGTTGCGTCAC
CAAATGAATGCAACCAAATGTGCCTTTCAACTCTCATGAAGTGTGATCATTGTGGTGAAACTTCATGGCA
GACGGGCGATTTTGTTAAAGCCACTTGCGAATTTTGTGGCACTGAGAATTTGACTAAAGAAGGTGCCACT
ACTTGTGGTTACTTACCCCAAAATGCTGTTGTTAAAATTTATTGTCCAGCATGTCACAATTCAGAAGTAG...
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...CGAACTTTAAAATCTGTGTGGCTGTCACTCGGCTGCATGCTTAGTGCACTCACGCAGTATAATTAATAAC
TAATTACTGTCGTTGACAGGACACGAGTAACTCGTCTATCTTCTGCAGGCTGCTTACGGTTTCGTCCGTG
TTGCAGCCGATCATCAGCACATCTAGGTTTCGTCCGGGTGTGACCGAAAGGTAAGATGGAGAGCCTTGTC
CCTGGTTTCAACGAGAAAACACACGTCCAACTCAGTTTGCCTGTTTTACAGGTTCGCGACGTGCTCGTAC
GTGGCTTTGGAGACTCCGTGGAGGAGGTCTTATCAGAGGCACGTCAACATCTTAAAGATGGCACTTGTGG

/ . : M Xt(gene) \

: 420~600
A (promoter): 420-450
2 ZeE 2l 430-440

- THHE coding £9: 450~600
CTTAGTAGAAGTTGAAAAAGGCGTTTTGCCTCAACTTGAACAGCCCTATGTGTTCATCAAACGTTCGGAT

GCTCGAACTGCACCTCATGGTCATGTTATGGTTGAGCTGGTAGCAGAACTCGAAGGCATTCAGTACGGTC

rok  Jm
o oA
Ral

ra
Ral
R
ro
>
ru
=)
ra
Ral

40 do

I->I I-)I
md 2
ﬁ

ot

GTAGTGGTGAGACACTTGGTGTCCTTGTCCCTCATGTGGGCGAAATACCAGTGGCTTACCGCAAGGTTCT

TCTTCGTAAGAACGGTAATAAAGGAGCTGGTGGCCATAGTTACGGCGCCGATCTAAAGTCATTTGACTTA
GGCGACGAGCTTGGCACTGATCCTTATGAAGATTTTCAAGAAAACTGGAACACTAAACATAGCAGTGGTG

TTACCCGTGAACTCATGCGTGAGCTTAACGGAGGGGCATACACTCGCTATGTCGATAACAACTTCTGTGG
CCCTGATGGCTACCCTCTTGAGTGCATTAAAGACCTTCTAGCACGTGCTGGTAAAGCTTCATGCACTTTG
TCCGAACAACTGGACTTTATTGACACTAAGAGGGGTGTATACTGCTGCCGTGAACATGAGCATGAAATTG
CTTGGTACACGGAACGTTCTGAAAAGAGCTATGAATTGCAGACACCTTTTGAAATTAAATTGGCAAAGAA
ATTTGACACCTTCAATGGGGAATGTCCAAATTTTGTATTTCCCTTAAATTCCATAATCAAGACTATTCAA
CCAAGGGTTGAAAAGAAAAAGCTTGATGGCTTTATGGGTAGAATTCGATCTGTCTATCCAGTTGCGTCAC...
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C_region

CDS
centromere
D-loop
D_segment
exon

gene

iDNA

intron
J_segment
mat_peptide
misc_binding
misc_difference
misc_feature
misc_feature
misc_RNA
misc_structure
mobile_element
modified _base
mMRNA

NcRNA
N_region
operon

oriT

polyA_site
precursor_RNA
primer_bind
propeptide
protein_bind
regulatory
repeat_region
rep_origin
rRNA
S_region
sig_peptide
source
stem_loop
STS

telomere
tmRNA
transit_peptide
tRNA

unsure
V_region
V_segment
Variation
3'UTR

5UTR
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ch EX(397H)

ACT_SITE NON_TER
BINDING NP_BIND
CA_BIND PEPTIDE
CARBOHYD PROPEP
CHAIN REGION
COILED REPEAT
COMPBIAS SIGNAL
CONFLICT SITE
CROSSLNK

SOURCE
DISULFID

STRAND
DNA_BIND

TOPO_DOM
DOMAIN

TRANSMEM
HELIX
NIT_MET TRANSIT
INTRAMEM TURN
LIPID UNSURE
METAL VARIANT
MOD_RES VAR_SEQ
MOTIE ZN FING
MUTAGEN
NON_STD
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5.31. Feature Key regulatory

Definition any region of a sequence that functions in the regulation of transcription,

translation, replication or chromatin structure;

Mandatory qualifiers regulatory_class
Optional quaTitier aTTeTe

bound_moiety
function
gene
gene_synonym
map

note

operon
phenotype
pseudo
pseudogene
standard_name

“source”’/*“SOURCE” £4 2| "4 et Xt 27H)
- “mol_type”/“MOL_TYPE”
- “organism”/“ORGANISM” Wit
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<SequenceData sequencelDNumber="17">
- <INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
- <INSDSeq_feature-table>
- <INSDFeature>
<INSDFeature_key>SOURCE</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
- <INSDFeature quals>
- <INSDQualifier>
<INSDQualifier_name>0ORGANISM</INSDQualifier _name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
- <INSDQualifier:
<INSDQualifier_name>MOL_TYPE</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier value>
< /INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
- <INSDFeature>
<INSDFeature_key>VARIANT </INSDFeature_key>
<INSDFeature_location>1</INSDFeature location>
- <INSDFeature quals> *
- <INSDQualifier:>
<INSDQualifier_name>NOTE</INSDQualifier_name>
<INSDQualifier value>X can be any amino acid</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<JINSDSeq_teature-rtanie>
<INSDSeq_sequence>XYEKGIL</INSDSeq_ sequence>

</INSDSeq> WIPO

</SequenceData> WORLD
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3.4, Feature Key D-Toop

displacement loop; a region within mitochondrial DNA in which a short stretch of
RNA is paired with one strand of DNA, displacing the original partner DNA strand 1in
this region; also used to describe the displacement of a region of one strand of
duplex DNA by a single stranded invader in the reaction catalyzed by RecA protein

Definition

Optional qualifiers allele
gene
gene_synonym
map
note

Molecule scope

WIPO
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EX 7|z 4l st

=3 7|2 A eHEX

shAt ME: “modified_basess @7y EA 7|2

£7% 7|2 "modified_base" & 0|2 = X} "mod_base"= HA = LS
Mysl7| Qo AHS 0] OF BT} (ST.26, EF2t 16)

"HYE A= CHE 2 A QT Qlo|o| SHAto|CY:
[a,0,C, 1]3-E-ZAHO|E
[a, g, ¢, u]3-2-EAHO|E (ST.26, T2t 3(f)

Jo
>

E — =
,"2'-O-methylcytidine"2 A& LHO| "c"2 T 3|0 Of SIC},
- “queuosine"2 "n"0f| o|8}f E I E|0{OF SHC}. 7|= "

T2 8HYX} 'mod_base'| 22 SE | MM 2, B 20| 2O 22 E MEE|0{o}
SHC}. “other'7} ZEO|®, %7} “note” SHE M= MBSl Zk7| o] @HMstD Zoke|X]
o2 0|28 ms|of Bic,
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Table 2: List of modified nucleotides

Abbreviation Modified Nucleotide
acdc 4-acetylcytidine
chmbu 5-(carboxyhydroxylmethyljuridine
cm 2'-O-methylcytidine
cmnmss2u S-carboxymethylaminomethyl-2-thiouridine
cmnmsu 5-carboxymethylaminomethyluridine
dhu dihydrouridine
fm 2'-O-methylpseudouridine
gal g beta-D-galactosylqueuosine
gm 2'-O-methylguanosine
[ i inosine i
B3 NG sopenanyadenosine
mia 1-methyladenosine
m1f 1-methylpseudouridine
mig 1-methylguanosine
mii 1-methylinosine
m22g 2,2-dimethylguanosine
m2a 2-methyladenosine
m2g 2-methylguanosine
ma3c 3-methylcytidine
mdc Nd-methylcytosine

WIPO PUBLIC
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Abbreviation Modified Nucle otide
mb5c 5-methylcytidine
mba MNB-methyladenosine
mrg T-methylguanosine
mamsu 5-methylaminomethyluridine
mamss2u 5-methylaminomethyl-2-thiouridine
man q beta-D-mannosylqueuosine
mcmas2u 5-methoxycarbonylmethyl-2-thiouridine
mcmsu 5-methoxycarbonyimethy luridine
moSu 5-methoxyuridine
ms2iGa 2-methylthio-N6-isopentenyladenosine
ms2i6a MN-((@-beta-D-ribofuranosyl-2-methylthiopurine-6-yl)carbamoyl)threcnine
miBa M-((9-beta-D-ribofuranosylpurine-8-yl)N-methyl-carbamoyl)threonine
v uridine-5-oxoacetic acid-methylester
o5u uridine-5-oxyacefic acid (v)
osyw w ybutoxosine
p pseudouridine
q gueuosine
s2c 2-thiocytidine
s2t 5-methyl-2-thiouridine
s2u 2-thiouridine
s4u 4-thiouridine
mbu 5-methyluridine
t6a MN-((9-beta-D-ribofuranosylpurine-6-yl)carbamoyl)threonine
tm 2'-0-methyl-5-methyluridine
um 2'-0-methyluridine
YW w ybutosine
X 3-(3-amino-3-carboxypropyl)uridine, (acp3)u
OTHER (requires note qualifier)

AL PROPERTY
N
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EX 7|z 9 st ™K}
shAE M “modified_base” E%! 7|=

—_—

m Of: /Xl 150 A inosineS = At M E

<IN5DFeature’
<INSDFeature_keyrmodified base</INSDFeature key:
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mod base</INSDQualifier name:
<INSDQualifier wvalueri</INSDQualifier wvalue>
</INSDQualifier:
</INSDFeature_quals:>
</INSDFeature:

m Ol Alm2 kol iR BE |, MM 2 H 20| £FX[0] QALK
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=3 7|2 X P4

SHAt M E: “modified base” E3 7|=
m 0f: 9IX| 2200 M xanthineS ZH= At ML

<IN5DFeature>
<INSDFeature_key>modified base</INSDFeature key>
<INSDFeature location»22</INSDFeature location:>
<INSDFeature quals:>
<INSDQualifier:
<INSDQualifier name>mod base</INSDQualifier name:
<INSDQualifier wvalue>OTHER</INSDQualifier walueX
< /INSDQualifiers
<INSDQualifiers
<INSDQualifier name:note</INSDQualifier name:
<INSDQualifier wvalue»xanthine</INSDQualifier value:

< /INSDQualifiers
</INSDFeature quals:
B "xanthine"2 85 || MM 2, & 20 LIEE|0] UX| gon; atA, H=
"mod_base" SHIXt0j| CHot ﬁIS "OTHER"O|O{OF StH, =7} “note" SHI A=
24 “xanthine"1f /A gt k| 0] OfF StCt. WIPO
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50'7\2;4_3 i
O:| E X

modified base” £3 7|=

"modified_base"= E$t 2H7| B2 (abasic site)S A HO| AF2 2 4= QUL

<INSDFeature> site AP
<INSDFeature_key>modified base</INSDFeature_key> w{/

<INSDFeature_guals:

<INSDQualifier:>
<INSDQualifier_name>mod_base</INSDQualifier_name:
<INSDQualifier_value>0THER</INSDQualifier_value:>
</INSDQualiftier: F
<INSDQualifier:

<INSDFeature_location>11</INSDFeature_location:

— B

<INSDQualifier_name>note</INSDQualifier_name:
<INSDQualifier value>abasic site</INSDQualifier_value>
</INEDQualitier:>
</INSDFeature_gquals:>
</INSDFeature:

7]l 2= MEOM ne2 HAEH £
‘mod_base” o3 Al A 2t “abasic site"g A=
x

"modified base" £E% 7|2 E AHESI0 F7}

L

W “OTHER'S &=
7} “note" SHI X2t S|

El A O
2+ UL wiro
WORLD
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Y MES == o A8 2 + ULt Ccbs 582
5

K= 8X| A=S E S| Of StC}. (ST.26, pgh. 89)

“pseudo” “pseudogene” “translation”

“transl_table” “codon_start” “transl|_except”

“protein_id”
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CDS(Coding Sequence): &M £ Protein2 2 HAE|= ME

SHXA

19

DNA
cgcgttggciatgatacacacgtagcgtggcgc ]__—

zERe CHEE e B2
(promoter) (CDS)

‘H*f(transcription)

RNA [augauacacacguagcguggcgc ]

A (translation)

<

Translation-table

<«

s Mg [ MIGSMTPA...
DA CHEE

WIPO PUBLIC

First letter

Second letter

Third letter

u ¢ A G
uuu ucu UAU UGU U
dicirelaee - Uac )™ [Ugetor |G
UUA}Leu UCA UAA Stop|UGA Stop| A
UUG UcG UAG Stop|UGG Trp |G
cuu ccu CAU}HiS CGU U
cuc | . |cecl, |cac cec |, [C
CUA CCA CAA}GIn CGA [M9 | A
CcUG cce CAG CGG G
AUU ACU AAU AGU U
AUC tile |ACC Lhr aac JAsn (A8 Jser (¢
AUA ACA AAA}Lys AGA}Arg A
AUG " Met | ACG | AAG AGG G
GUU chw GAU}ASp GGU U
ouc |, |6cc |, |GAC cecl .. |©
GUA GCA GAA}GIU aGA Y |A
GUG el GAG e G




O| A}
(pseudo)

O At AL
(pseudogene)

B o

- =1

(translation)

CDS S80| H-7|sK0|H HE  Bl5
(translation)= ZX| X[ Tt O At
SQFEALI} OfLI2HE HS LIEHL}

CDS £740| Q| A7 XO|H . processed
BH (translation)=| X| =Lt * unprocessed
* unitary
« allelic
e unknown

CDS HY(translation) 2 22 &  1-FX} 00| AF 2F0f
el = ofof it MES LIEHHCE

WIPO
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[

=3 7|= 3 eHEAt
] .

F X g "cDS" E3 7|=

Al

o2
CEL

il
x

lo oo
od ne

of o8l Q1A Y E| 1T “translation” SHIALOf| 7HA| =l 471 O] Aro] 4|
JO| El ofO| i At2 EoHSH= o i AME 2 HIo| MERAM ME
et|O{OF St O XfAo| ME =0l HS = X[ | O] Of ShLt,

g |

+t|

ofoj=it ME2 X|HE ME =0l Ho="CcDS" §4 7|= L2
“protein_id"2| 2 &2 M| S k|0 Of SHC},

[OF

ZSP,

OtO] = At M E0f| CHEH “SOURCE” £& 7| = 2| “ORGANISM” SHEXI= 0]2]
AY ME(DNA, RNA)L| A1t = Y5H{OF BHCL(ST.26, pgh. 92)
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A MEMEH S (SEQ ID): 1

SHE XL mol_type: DNA

_—

—
- O

oS X} organism: Homo sapiens
=2l CDS

o.

O

- St X} protein_id: 2

translation: MMACC

OfO| e At M B A HS (SEQ ID): 2
- £E%l: SOURCE
- SHE Xt MOL_TYPE: AA

HS Xt: ORGANISM: Homo sapiens
- ' E: MMACC

WIPO PUBLIC
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transl_table CDSE HY5t= Ol A8 &= 251, 44 99
8 AEZS LIEF O, LW d82k2 B 87O Y=
“1-EZ AE"0|C} =%}

transl_except  “transl_table”0| ‘|l ™ A E  (pos:<location>,

O MEX| = A= HAS aa:<amino_acid>)
LEEFCHCE
codon_start XM HR 7)o Cist cDse| ®BE 1,2, EE
Y-S LIEFHIE
123123
auggauatac..

WIPO

xal: \ l H J WORLD
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transl table

Table 7: Genetic Code Tables

1 - Standard Code

AAS = FFLLSSSSYY**CC*WLLLLPPPPHHQORRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
e o 1 T Y B e
Basel = ttttttttttttttttcccccccocCCccCcCCcCcCcaaaaaaaaaaaaaaaaguoyuyyoggygagag
Base? = ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
Based = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

2 -Vertebrate Mitochondrial Code

AMS = FFLLSSSS5YY**CCWWLLLLPPPPHHQORRRRIIMMTTTTNNEKSS® *VVVVAAAADDEE GGGG
SLAMS = ======s==ccc=ccccc=cczsccczcc===MMMM===cc=cccccccccfamm=nmc=caa==
Basel = ttttttttttttttttcccccccocccccccccaaaaaaaaaaaaaaaagygygyuyuygegyyygggag
Base? = ttttccccaaaaggggttttccccaaaagggottttccccaaaaggggttttccccaaaagggg
Based = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

3 -Yeast Mitochondrial Code

AAS = FFLLSSSSYY**CCWWTTTTPPPPHHQQRRRRIIMMTTTTNNKKSSRRVVVVAAAADDEEGGGG
o e o T ] N R T
Basel = ttttttttttttttttccCcCCCCCCCCCCCCCAAaAaa3a33aa43a3300000000000904904Q
Base? = +ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
Based = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag

4 - Mold, Protozoan, Coelenterate Mitochondrial Code &
Mycoplasma/SpiroplasmaCode

AAS = FFLLSSSSYY**CCWWLLLLPPPPHHQORRRRIIIMTTTTNNKKSSRRVVVVAAAADDEEGGGG
SLArtS = ==MM==-c-=cccccccoccaM-cccccccccccMMMM===c===ccccccccMoo===c===c==
Basel = ttttttttttttttttcccccccocCCccCcCCcCcCcaaaaaaaaaaaaaaaagooyuygyoggygagag
Base? = ttttccccaaaaggggttttccccaaaaggggttttccccaaaaggggttttccccaaaagggg
Based = tcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcagtcag PO

/ORLD
5 - Invertebrate Mitochondrial Code AN zaTion | TOPERTY
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EEEE . [:] e
E4 7|z 8 o’ a Xt
HAL A E:"CcDS" EXN 7|3
O - SEQ IDNO:12 22 D|EECE2|of SHXIZEE|Q| AL M| THHO|C}

(R™ AE B'3-ER 0| E2CE2|0L ALY

...Lg gat aat gaa gaa gtt @ac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa o
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

. 2IX] 30 LHX] 320 Mo D=2 M|
|
o

A 2H|Ql(selenocysteine) & 21
StC} (Sec)

NEe BE AEC2 AR

g

Ct

OF

m Ol MES F=s| LHEtLE 7| 25 cDs S& 0| O™ HEIF ok k|0 Of ShLt?

WIPO
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0 - SEQIDNO:12 &8 D|EZE2|o} SMXI2ERE{Q| AT MYo| chmo|C}
(R I E"3-gH O|E2CE|0f AE"):

..tg gat aat gaa gaa gtt @ac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa
. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

« ME2 Gt €2 M8 S50 ZAI=C

tggataatga agaagttaac gaagaatgta tgagattatt tttcaagaac gctcgtcatc taacatcazgg gttgacataa

WIPO
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O - SEQ IDNO:12 22 O|EEE2|0f RHAZRES| 2 B2l THHO|L}
(98 T Er3-50 O|ERC2[of AL,

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca|taa o

.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr| *

"CcDS" §d 7|z
EHN 2|K|: <1..80

T 9IXlE $IX| 78 LHX| 800 M HX| RES EEBCL

| =

<= 3d BHO0| 7K 1
O] 0l A ZtE S LIEFHC
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Ol - SEQIDNO:12 82 O|EZEL(0f REXAZRES| A MES| tHEHO|LE
(M FE E 3-8 5 O|ERC2|0F IEY):

..tg gat aat gaa gaa gtt @ac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa o
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

« "CDS"E=8 7=

« EX|

EZX 2/X]: <1..80

39| “codon_start” $HI A}

"’ ~ 7H2 X HW MK Z=0|

- 2 "3"8 %E= “codon_start” BHY XL - K| LHS| Ml R 2{X|0f| A
A|ZtstS LIEFLHC}
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O - SEQ IDNO:12 22 O|EEE2|0f RHAZRES| 2 B2l THHO|L}
(98 T Er3-50 O|ERC2[of AL,

...Lg gat aat gaa gaa gtt @ac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa o
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

« "CDS"EH 7|2
- E74 9X|: <1..80

N |=|El A-IIA=| 99 OXJ_L_EE
“codon_start” ot X} |

2t
SR “trans|_table” SPIALQ| Zf=
- & "3"2 #E “transi_table” Eﬁxf/ A85t=0 A8 =L

-

WIPO
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Ol - SEQIDNO:12 82 O|EZEL(0f REXAZRES| A MES| tHEHO|LE
(M FE E 3-8 5 O|ERC2|0F IEY):
303132

...tg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt tic aag aac gct cgt cat cta aca tca agg ttg aca taa a8a
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

. "CDS' % 7|
. EX 9X|: <1..80 “trans|_except” SHa A=

N OfDf =4t ‘Al . A 2 E
« ZH"3"2 A= “codon_start” SHI AL (selenocysteine)o]l £S #
. 32 A= “transl_table” SHIX} __OIC}

A
- % “(pos:30..32,aa:Sec)’2 < “transl_except” SHIX}

WIPO
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O - SEQ IDNO:12 22 O|EEE2|0f RHAZRES| 2 B2l THHO|L}
(98 T Er3-50 O|ERC2[of AL,

...Lg gat aat gaa gaa gtt @ac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa o
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

- "CDS" ST 7|=

+ S FIA: <1.80 X AELS HY SHYRL|
- 2 "3"2 Z+& “codon_start” SHY X} M A= X] &5=EH

« 2 "3"2 Z& “transl_table” 2HI X}

« 4t “(pos:30..32,aa:Sec)’= X+ “trans|_except” 2HI Xt
ZF

S 2= “translation” 1A X} "DNEEVNEECURLFFKNARHTTSRLT "

WIPO
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Ol - SEQIDNO:12 82 O|EZEL(0f REXAZRES| A MES| tHEHO|LE
(M FE E 3-8 5 O|ERC2|0F IEY):

...Lg gat aat gaa gaa gtt @ac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa o
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

- "CDS"E3 7|=

- S8 ?Al: <1..80

e o4 "3"2 4= “codon_start” HI A}

e Z4"3"E A= “transl_table” $HI Xt

%l “(pos:30..32,aa:Sec)"= W= “trans|_except” SHI A

 ¢f “DNEEVNEECURLFFKNARHTTSRLT & Z = “translation" SH& X}

- HAtranslation)® HEo| THHE ME

WIPO
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O - SEQ IDNO:12 22 O|EEE2|0f RHAZRES| 2 B2l THHO|L}
(98 T Er3-50 O|ERC2[of AL,

...Lg gat aat gaa gaa gtt @ac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa o
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

- "CDS" 53 7|=

- 58 #IX[: <1..80

e o4 "3"2 4= “codon_start” HI A}

e 4 "3'2 AE “transl_table” SHE X}

%l “(pos:30..32,aa:Sec)"= W= “trans|_except” SHI A

* %4 “DNEEVNEECURLFFKNARHTTSRLT & %= " translation" SHI X}

S 93t e EJH#@ N
L

o
1
o E ThEO| MEAMED(SEQ ID)E HE “protein_id” SHEX}

E rE

WIPO PUBLIC
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25l “join" 2|X| HUXE AES == UC

—_—

join(RIXILfIX|2) = — ——

"CDS" S8 ?lXl= SE0| ?/X| 2EX0| 2fsf X3 MEOf| &dEHI 7t

— |
Ao QX 2|2 ZHdE LIEILEZ] 28] " complement” SAXLE At o~ QUL

dm

5’ —accgtgeccegt-3’

complement (%X
P (7 3’ -tggcacgggca-5’
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= - O] =
sS4 7|= 3 ot EdXt
HO| = A M @ modified amino acid(H & =l OFO| L= Ah

o

" modified amino acid"= Ct=22 X 2|8t &2|2| ofO| = AtO|LC}:

L-ep L-Of2 7|t L-OfA 2t 7l L-OfA L2 E

L-A|2E| ¢l L-=SFE}2I L-= St L-=2e|4

L-S|AE|El L-O|aF 4 L-F4l L-2| 4l

L-HE| 2k L-H|'d atil L-ZEZ L-m| E2| 4

L-M| 2l L-Adlg| A|AHQ L-Eft L-Eg Ext
L-E| 24 L-ghal

(ST.26, pgh. 3(e))

" modified amino acid "2 7}-s5tH [ 35t= HALX| &2 ofO| 42 =
HA|Z|OOF StCH O™HX| o™, Ol="X"B BAlE = UL 0|2 =

- “hydroxylysine"2 A Y0 A "K"Z BEA| |0 OF S} (KO -OH7| 7} £8)

- “ornithine"2 "X"2 HA| k| 0{Of StC}. (ST.26, pgh. 29).

7% "X EHX] sfLte) B0 sHEretct 2 —
ORGANIZATION
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=3 7|= A oA}
Ol At A B E OFD e A

B 3 EX 7|3 = “modified amino acid'S E7|0f| AR E 4= L}

SITE ‘non post-translationally modified Of0| ‘= AbS LIEFHC}

MOD _RES ‘post-translationally modified OF0| ‘= Ab& LIEFLHCE

CARBOHYD Y 3}E (glycosylated) OtO| = AtS LIEFHCE

LIPID oto| = At0f| CHRE X| & (lipid)O| &3-F 2T =l Zd=2 LIEHHCT
L= NOTE ot A= Had =2 HAEsH7| 2ot 4fat 24 &7 EX 7|=
2F240)| = otE| Of OF Lt
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=X 7|3 U SR}
g

1 5

ob0] e At

O 7| A, IX| 32| Alanine= 1Y FO|Ct
M ZO|M HEE| O n-acetyl alanineO| =ICt

Ol2iet MBS F=totA LIEtLh 7| fI3l A

SHE X7t Z 2|0 OF of=7}?
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=% 7| 9l SR}
=] OfO] e Ab

1 5

7| M, %] 32| Alanine= tHY 20|}
M ZO|M HEE| O n-acetyl alanineO| =ICt

« ME2 LGS &2 ME 50| A=

= —1 7

GSASDVXKNVL
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of0| = AF A &; #IH I OfD| A

40

Gly-Ser(N-acetylAla-Ser-Asp-Val-Orn-Lys-Asn-Val-Leu
1 5

Ol 7| M, 21X 32| Alanines Y 2 0|C}
M ZO|M HEE| O n-acetyl alanineO| =ICt

MNE2 Chemt €2 M8 S50 #A|=Ct:

GSASDVXKNVL

2|X| “3"0fl “mOD_RES” £% 7|2 I 4t “N-acetyl alanine”= &= NOTE

WIPO PUBLIC

rot
oz
Ral

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION



41

E — - D e
=3 7|12 S oA}
of0| = AF A &; #IH I OfD| A

Gly—Ser—N—acetylAla—Ser—Asp—VaLys -Asn-Val-Leu
1 5

Ol 7| M, 21X 32| Alanines Y 2 0|C}
M ZO|M HEE| O n-acetyl alanineO| =ICt

ME2 LSt €2 ME S50 #A| =T
GSASDVXKNVL
K| “3"0| “MOD_RES” E% 7 |§ 2 Zf “N-acetyl alanine”2 Z= NOTE 23 A}

A% 778 Ze "SITE' £ 7/% Y 2 “ornithine”S %= NOTE 3|
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=% 7| 9l SR}
=] OfO] e Ab

Gly-Ser-N-acetylAla-Ser-Asp-Val-Orn-Lys
1 5

Ol 7| M, 21X 32| Alanines Y 2 0|C}
M ZO|M HEE| O n-acetyl alanineO| =ICt

ME2 L2t €2 A8 S =0 A =0

GSASDVXKNVL
2|X| “3"0] “MOD_RES” £7% 7|= I 4t “N-acetyl alanine”2 Z+= NOTE $Hd Xt
oIk 772 ZH= “gITE” E%! 7|3 U 7 “ornithine”2 ZH= NOTE &HE X}

& X| “9°E 2= “CARBOHYD” £%! 7|= Y Zf “Asn side-chain linked

asialyloligosaccharide”= 33.': NOTE 2 X} WIEO
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Ol k| & Al

RE A QO O3t K| MU

X 2= MENM FZ2| /AXIE & lot=H A=/
ST.262 ?A| 2 X} E

S Q|| MY WAL o

SA0 Lot E+ 27AtEE =0
| =

AL M0l AR E! 2 9IC}

>
o
=)

=

Location descriptor Syntax Description
type

Single residue number X Points to a single residue in the sequence.

Residue numbers Kooy Points to a continuous range of residues bounded by and

delimitating a sequence including the starting and ending residues.

span

Residues before the first | <x Points to a region including a specified residue or span of

or beyond the last >X residues and extending beyond a specified residue. The '<' and

specified residue number | <x..Yy '>' symbols may be used with a single residue or the starting
ey and ending residue numbers of a span of residues to indicate
<X..=Y¥ | that a feature extends beyond the specified residue number.

WIPO #iF ST.26, £/5/66(a) WIPO
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91%| A

1
|:|=||_o-('5:| | H-'- O||A—II:I:||.
En_ |'_X ||C>O'||-_-O|_|"I"X EoX
Location Example Description

467 Points to residue 467 in the sequence.

340..565 Points to a continuous range of residues bounded by and including
residues 340 and 565.

<1 Points to a feature location before the first residue.

<345..500 Indicates that the exact lower boundary point of a feature is unknown.
The location begins at some residue previous to 345 and continues to
and includes residue 500.

<1..888 Indicates that the feature starts before the first sequenced residue and
continues to and includes residue 888.

1..>888 Indicates that the feature starts at the first sequenced residue and
continues beyond residue 888.

<1l..>888 Indicates that the feature starts before the first sequenced residue and
continues beyond residue 888.

WIPO ZZ ST.26, £/5/70(a) WIPO
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adjoining nucleotides

®, of Al
T X O T
A A Do o SR A Q1 QK| A BA
Cta 1A 2 YA A2 DNAR RNA M EO||2H AR 2 4= AL
| Location descriptor t pe | Syntax Description
A site between two X"y

Points to a site between two adjoining nucleotides, e.g.,
endonucleolytic cleavage site. The position numbers for the

adjacent nucleotides are separated by a carat (*). _The permitted
formats for this descriptor are x*x+1 (for example or, for
0

circular nucleotides, x, where “x” is the full lengt e
molecule, i.e. 1000"‘1|for circular molecule wjth length 1000.

WIPO ZZ= ST.26, F};—,;GG(b)

1000 1 2

O ¢
atcct
55 56

WIPO PUBLIC
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O|X| B4

AKX 2 AL - OfO| =tk A 20| Dot SEot 87

o
5l A4S

K| @ FXt x..yE= “CROSSLNK” EE= “DISULFID” 7 7|22t B4 AHE
8% 2702 mAIE THI| AFO|2] Ats ZH 7t AR

!

o
mo o
I_
m

[~
inl

Location descriptor type

Syntax

Description

Residue numbers joined
by an intrachain cross-link

Points to amino acids joined by an intrachain linkage when used
with a feature that indicates an intrachain cross-link, such as
“‘CROSSLNK” or “DISULFID”.

WIPO ##F ST.26, £/2/66(c)
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O —r
O|X| B4
X X - Of0| =4k M E0f| Cfot S0t 82

<SequenceData sequencelDNumber="4"3>
<INSDSeq>
<IN5DSeq_length»81</INSDSeq_length:
<INSDSeq_moltype»AA</INSDSeq_moltypes
<INSDSeq_division»PAT</INSDSeq_division:
<INSDSeq_feature-table:
<IMNSDFeatures>
<INSDFeature_key>SOURCE</INSDFeature_key>
<INSDFeature_location»1..81</INSDFeature_location:
<INSDFeature_quals>
<INSDQualifiers
<INsDQualifier_name>MOL_TYPE</INSDQualifier_name:
<INSDQualifier_wvaluerprotein</INSDQualifier_value>
</INSDQualifier:
<INSDQualifier id="g25"%
<INSDQualifier_name>0ORGANISM</INSDQualifier_name>
<INsDQualifier walue»synthetic construct</INSDQualifier wvalue:
</INSDQualifier:
</INSDFeature_quals:
</INSDFeatures>
<INSDFeature:
<INSDFeature_key>DISULFID</INSDFeature_key:
<INSDFeature_location:»3@..5@</INSDFeature_location>
<INSDFeature_gquals>»
<INSDQualifier id="g22":
<INSDQualifier_name>NOTE</INSDQualifier_name:
<INSDQualifier walue>disulfide bond</INSDQualifier value>
</INSDQualifier:
</INSDFeature_quals:
</INSDFeatures>
</INSDSeq_feature-table>
<INSDSeq_sequence>QKKMIQFFKITHRYYYDIIEHLCAKYDMNSVISNALFAKLNLMOYTDGLS THEKIILNTSNPLTFSIVISLQRCVINLGST </ INSDSeq_sequences
</INSDSeq>
</SequenceData>
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SHAF N QO Tk /%] o1ArR}

3702 fIK[ AHLXEZE DNA H RNA M E 0| M AFE S = RULE: “join™, “order”

AN “complement”

AE K| SR AFE2 K| 2HXO| 2fsff 2F = <4
g0 25 2ElH ez EFE= As 20[etCt (ST.26, H

y L—

"join " X "order "& AtE0t= ?lXl= HOE F S HEZE Tt ?IX
g%xrgg 71X Of B}

" complement "2 " join " EE= " order “2F 250 AtEE = QUC}

Location syntax

Location description

join(location, location, ...

, location) The indicated locations are joined (placed end-to-

end) to form one contiguous sequence.

order (location, location, ...

,Llocation) The elements are found in the specified order but

nothing is implied about whether joining those
elements is reasonable.

complement (location)

Indicates that the feature is located on the strand
complementary to the sequence span specified
by the location descriptor, when read in the 5’ to
3’ direction or in the direction that mimics the 5’ to
3’ direction.

WIPO Z= ST.26, £/Ef67

WIPO PUBLIC
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—

Location example Description

join(12..78,134..202) Indicates that regions 12 to 78 and 134 to 202 should be joined to
form one contiguous sequence.

order (15..228,341..502) Indicates that regions 15 to 228 and 341 to 502 are present in the
specified order

complement (34..126) Starts at the nucleotide complementary to 126 and finishes at the
nucleotide complementary to nucleotide 34 (the feature is on the
strand complementary to the presented strand).

complement (join(2691..4571, Joins nucleotides 2691 to 4571 and 4918 to 5163, then
4918..5163)) complements the joined segments (the feature is on the strand
complementary to the presented strand).

join (complement (4918..5163), Complements regions 4918 to 5163 and 2691 to 4571, then joins
complement (2691..4571)) the complemented segments (the feature is on the strand
complementary to the presented strand).

WIPO ZZF ST. 26, £/2/70(b)

WIPO
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10l

jod

0
B

<INSDQualifier>

<INSDQualifier _name>transl_table</INSDQualifier name>

<INSDQualifier value>12</INSDQualifier value>

</INSDQualifier>

A =55 7t2 Q0|

X~
o

5
[

T
ofo 4|
10 ™K
S M
RKOK
W|r KO
w o
<0<k
NGL
1o |1
~ 10f
KON
|r =0

N IF
~ ol

ST.26, & |,

=
—

= P XL

| 518X

=9

X AE 7 (OO =2t M E)0H| LEEE[O] RALE.

£% 7|5 % o

ST.26, £& 1|,

eHEXt=

ot

.
o

ek A Eofl CH

HA

(OFO| i AF A S0 LHIE|0f 9,

2
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B O - &% 7|2 “misc_binding”= LS| "= 2HEX} “bound_moiety,”
A 6702 HERH SHEXIE 4 =Lt

5.12. Feature Key misc_binding

Definition site in nucleic acid which covalently or non-covalently binds another moiety that
cannot be described by any other binding key (primer_bind or protein_bind)

Optional qualifiers

allele
function
gene
gene_synhonym
map
note

Comment note that the regulatory feature key and regulatory_class qualifier with the value
“ribosome_binding_site” must be used for describing ribosome binding sites

(ST.26, FZ|, 4475.12) WIPO
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6.3. Qualifier bound_moiety
Definition name of the molecule/complex that may bind to the given feature
Mandatory value format free text
Language-dependent: this value may require translation for National/Regional
procedures
Example <INSDQualifier_value>GAL4</INSDQualifier_value>
Comment A single bound_moiety qualifier is permitted on the "misc_binding"”, "oriT" and
"protein_bind" features.
6.22. Qualifier gene

Definition

Mandatory value format

Example

Comment

symbol of the gene corresponding to a sequence region
free text
<INSDQualifier_value>ilvE</INSDQualifier_value>

Use gene qualifier to provide the gene symbol; use standard_name qualifier to
provide the full gene name.

(ST.26, 2=, 4416.3 26.22) ngl;g
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HA Q¥ 02| HolE gk M

“Codon_start” _ aAI-% “171’ “271’ EEE “ ”O| A O| I.__|'

Qualifier codon_start

Definition indicates the offset at which the first complete codon of a coding feature can be
found, relative to the first base of that feature.

Mandatory value format lor 2 or 3

Example <INSDQualifier_value>2</INSDQualifier_value>

WIPO
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INTELLECTUAL PROPERTY
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54 Q8 - 0/2] HolE 7t M

|: “rpt_type”"= MetEl M EQ| 2t MEH =2 2 =C}.
6.60. Qualifier rpt_type

Definition

Mandatory value format

Example

Comment

structure and distribution of repeated sequence

one of the following controlled vocabulary terms or phrases:
tandem

direct

inverted

flanking

nested

terminal

dispersed

Tong_terminal_repeat
non_Ttr_retrotransposon_polymeric_tract
centromeric_repeat

telomeric_repeat
X_element_combinatorial_repeat
y_prime_element

other

<INSDQualifier_value>inverted</INSDQualifier_value>
<INSDQualifier_value>long_terminal_repeat</INSDQualifier_value>

Definitions of the values:

tandem - a repeat that exists adjacent to another in the same orientation;

direct - a repeat that exists not always adjacent but is in the same orientation;

inverted - a repeat pair occurring in reverse orientation to one another on the
same molecule;

UHNGANIZATIUN

WIPO PUBLIC
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, WIPO Sequence Z21ZH0{| A

o

-
of 518%l= BE s #AIZ AOIL:
QUALIFIERS

Qualifier Name Qualifier Value v
rpt_type

tandem

direct

inverted

flanking

nested

terminal

long_terminal_repeat

non_ltr_retrotransposon_polymeric_tract

SEQUENCE centromeric_repeat

telomeric_repeat
x_element_combinatorial_repeat
y_prime_element
other

WIPO
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Of: “anticodon” — 2t2| @A 0] EX| ot}
"(pos:<location>, aa:<amino_acid>, seq:<text>)"

60

6.2. Qualifier

Definition

Mandatory value format

Example

anticodon

location of the anticodon of tRNA and the amino acid for which it codes

(pos:<location>,aa:<amino_acid>,seq:<text>) where <location> is the position of the
anticodon and <amino_acid> is the three letter abbreviation for the amino acid
encoded and <text> is the sequence of the anticodon

<INSDQualifier_value>(pos:34..36,aa:Phe,seq:aaa)</INSDQualifier_values>
<INsSDQualifier_value>(pos:join(5,495..496),aa:Leu,seqg:taa)</INSDQualifier_value>

<INSDQualifier_value>(pos:complement(4156..4158),aa:Glu,seq:ttg)</INSDQualifier_val
ue>

WIPO
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O: “translation” — gt= OtO| = 4F 1-F Xt 2FO{ & A2 SH= A Q0| 0{OF BHC}

Qualifier

Definition

Mandatory value format

Example

Comment

translation

one-letter abbreviated amino acid sequence derived from either the standard (or
universal) genetic code or the table as specified in a transl_table qualifier and
as determined by an exception in the transl_except qualifier

contiguous string of one-letter amino acid abbreviations from Section 3 of this
Annex, "X" is to be used for AA exceptions.

<INSDQualifier_value>MASTFPPWYRGCASTPSLKGLIMCTW</INSDQualifier_value>

to be used with CDs feature only; must be accompanied by protein_id qualifier when
the translation product contains four or more specifically defined amino acids; see
trans1_table for definition and location of genetic code Tables; only one of the
qualifiers translation, pseudo and pseudogene are permitted to further annotate a
CDS feature.
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S " replace” — {2 THY 4k THI|O|ALE, HTAQ| THI| S 0|7 LL HIO| AS
oI}
AN .

'replace "0 CHSH gl 2= S EX0| A=l 2t7(9| A (deletion)2 2|0| 2L}

Qualifier replace

Definition indicates that the sequence identified in a feature’s location 1is replaced by the
sequence shown in the qualifier’s value; if no sequence (i.e., no value) is
contained within the qualifier, this indicates a deletion

Mandatory value format free text
Example —<INSDoualifier value>a</INSDOualifier value>
<INSDQualifier_value></INSDQualifier_value> - for a deletion
L_
"H|O| Qe 4 WIPO
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re] WS ZF
ot KRF 4x
SIAl Q8 7t olo

“environmental_sample”  “germline” “macronuclear”  “proviral’

6.51. Qualifier

proviral
Definition this qualifier is used to flag sequence obtained from a virus or phage that is
integrated into the genome of another organism

@mat )

WIPO Sequence= #{0| Sl= SPEXH0| €= =712 = Q=& & AO|Ct

O|& $MdXte= H|O| Q= “INSDQualifier value” A& 7} A= QHEICt

WIPO
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5 r
SHI X} 2k
AL 9 _ “Free Text

ST.26, TtEF 3(n)2 " free text " ... && SFE A0 Lot gif &/4/9) RE L=
&ojol O AT HAE 2 L= OFE XFE S (ZZ 10 ZAIE)S/

SEf= A A= CL

free text SHI At 22 10004 =E A SHEICH (ST.26, pgh. 86)

"free text " of A2 A= AL MEHZ “language-dependent”

o 1

“language-dependent free text "= =7t, X|9 EE= I A| =& X0 A
HOS W2 o & ICt" ST.26, £t 3(0)
WIPO
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— HA
AAl O _ “free text

" Ianguage dependent free text(HHBZHH X FEAE) " IS A=
oPEX= HYS HeE o = Rt

FSHAlS e = A HZ2 o E|
Free textdf A2 2= SHEAIE 0] SEHQUKX| L] {2 E OEA 278
AL O] —
= AT
H il o A o o o | —
- ST.26, F=F I, MM 6, #5= Q0 SEH AR HAE YIS A= EE
—t e E e
it M SHEALE A0}
=| T RO = o SAIS 7L =
- ST.26, 751, MM 8 H62 00 SHEH Kg HAE Y FAMS A= 2E
e E e
OfO| =4t M E SHEALE EAHHCh
nit|] A~ > n o =
- BHYRE YOI "B g HAlg BEBL
6.5. Qualifier cell_type
Definition cell type from which the sequence was obtained
Mandatory value format f
Language-dependent: this value may require translation for National/Regional
procedures
Example <INSDQualifier_value>Teukocyte</INSDQualifier_value>
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—_ -
SAl 05 _«XIQ HAE”
o 1 TT o T —1——
6.20. Qualifier frequency
Definition frequency of the occurrence of a feature
Mandatory value format free text representing the proportion of a population carrying the feature
expressed as a fraction
Example <INSDQualifier_value>23/108</INSDQualifier_value>
<INSDQualifier_value>1 in 12</INSDQualifier_value>
<INSDQualifier_value>0.85</INSDQualifier_value>
6.21. Qualifier function

Definition

Mandatory value format

Example

Comment

function attributed to a sequence

free text
uage-dependent: this value may require translation for National/Region
procedures

<INSDQualifier_value>essential Tor recognition ot cofactor </INSDQualifier_value>

The function qualifier is used when the gene name and/or product name do not convey

the function attributable to a sequence.
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"language-dependent free text " SHI Al af2 ME =5 XMLO|A 2742
A E NSE = QULCH FO| &l CHE ofLto| H|-F O] A0 (ST.26, THEF 87)

Ol A0 &M SHH KL 2f2 INSDQualifier_value 220 X5 | 0fOF SHCt

rot

ZO{7t ot Pi0jo| P10 B£H oPd Xt 252 NonEnglishQualifier_value
220 XS k[0 OF SHCf

010l SEH A7 HAE g s A= eHSXH0)| CHol A 2
18

=ICt (ST.26, TH=F 87(b))
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A F9 - “language-dependent free text ”

<5equence[}ata sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>29</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeqg_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>SOURCE</INSDFeature_key>
<INSDFeature_location>1..29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>0RGANISM</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
< /INSDQualifier>
- <INSDQualifier>
<INSDQualifier name>MOL_TYPE</INSDQualifier _name>
<INSDQualifier value>protein</INSDQualifier value>
</INSDQualifier>
- <INSDQualifier id="q1">
<INSDQualifier name>NOTE</INSDQualifier name>
<INSDQualifier value>Synthetic peptide antigen fragment</INSDQualifier_value>
<MNonEnglishQualifier value>Synthetisches Peptidantigenfragment</NonEnglishQualifier value>
< /INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSLSDVRKDVEKRIDKALEAFKNKMDKEK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="3">
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ME =5 XMLO| H-FO oHd X} 4t Z&ots 9

—

1. M8 2E XMLL| RE 4= HHESH 2-ZA 0] ZE 207 Q&=
“nonEnglishFreeTextLanguageCode” &2 E 26| OF oLt (ST.26 THEY
43 3 87(b));

<5T265equencelisting dtdVersion="V1_3" fileName="st26-annex-iii-sequence-listing-specimen.xml” socftwareName="WIPD
Sequence” softwarseVersion="1.8" productionDate="2022-81-81" goriginalFresTextlanguageCode="de"
nenEnglishFreeTextLanguageCode="de" >
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M@ =5 XMLO| H|-F oHEAL 4ls Z&ote 87

1. 8 =5 XMLE| RE g4+ HETH2-FX €0 ZE 207 U=
nonEngI|shFreeTextLanguageCode Mg mehslof SHC} (ST.26 CHE
43 5 87(b));

_II_

nonEngllshFreeTextLanguageCode” 2 30| A= HOl= = 2f= 7HX0F
ot

ualifier value & 2 &7} ¢+
[5h A b= = OIS Of S}

—

3. NonEnglishQualifier_value 5! INS
oHAXOf| EXotE BF, F g E
(ST.26 THEf 87(c)).

_|_
o
d
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INSDQuialifier “id” &3 — £A 21712

ST.26 CtHEl 87(d)=" 210/ &

L4 IDEZFY + 2
i

= BFEXfS/ L INSDQualifier 2245 AMEHX

212+ QICH O/2i8F 49 742 "q" B4/0/0/0F 301 1 F10f &

&= O =0/ "q23" 0/ 2/0/0F 5/, ofL}S/INSDQualifier £ 0) 1123/ 0f

0, 5, 28 7S MY 25 D04 B T AR EIOfOF BHIF T HA|SHCE,

—
{INSDQuali‘Fia
<INSDQualifier nanfernote</INSDQualifier _name>

<INSDQualifier_walue:common name: tomato</INSDQualifier wvalue:

<MonEnglishQualifier wvalue>gemeinsamen Namen: Tomate</NonEnglishQualifier wvalue
</INSDQualifier:>
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5 !
CHART &
Al 23 _ “language-dependent free text ”

INSDQuialifier “id” %°d:

WIPO Sequence”t XLIFF Y2 LHE L} 7|

DY BB}

= o}7| <ol

A L "‘ o
T U= °._I'|x|' U=

MEnE;
O10] Z& SHYRIO| CHAHA Bt 51 B s
NE S20| 4 DRBHOF BHC

WIPO Sequenced]| 2|8l 24
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“originalFreeTextLanguageCode” %8

€5T265equencelisting dtdversion="V1_3" fileMame="st26-annex-iii-sequence-listing-specimen.xml" softwareName="WIPD
Sequence” softwareVersion="1.8" productionDate="2822-81-81" originalFreeTextlanguageCode="ds"
nonEnglishFreeTextlanguageCode="de" >

ST.26 CHE 432 “originalFreeTextLanguageCode” 42 " -’oE-’—.ﬁE. NS

S AE SPYAPTL EH|E B @2 o100l T3 ofof AE 2 Foltry,

JEE

—

1

Ne Mexo|ct

WIPO
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DNAOM DNA/RNA
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RNACHW E|dl
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2|01 RBtale

Illuu

DY F IHE| ALt

1. St SiHT|

2. DNA/RNA 8}0| E 2|

2 7i=
= XK=

7|3 &= ST.26 A

DNA £X} = E|
E X}
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DNA (acgt) RNA (acgu)

ST.26 el 148 8-
"14. 7/ S "t"=DNAOJA] E/Bl I RNA OJA REFA Z Bl A E Z10/C}. DNAS/

PEf&(u) E£=RNA S E[Blt) 2 H g E 8 modifed nucleotide) @ = 7/F

£, £121100f O3] HSE Ht 22 S5 HO| F£42 &5 QGBI
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rlo
—I._l—
0jo
|0

| RNA M€= 7 A|SHCE:

5'-cgucccacgugtccgaggua-3"'

AKX 122| "E|BI"S & aotht, O] Tho|= H

— —

g

—

At

—

gt
19

Hu

Mg SHofof BhCh,

ST.26 TH2 19 = DNAS/ 224 £E=RNAY E/AI2 BIgE gfpfto = ZIF
E/0f v of 242 A{ G2 HB{5[0{0f 8/, £& 7|2 ‘modified_base”, SFE At
UL E A “OTHER”E XK= 2HYAF “mod_base” & BHEAf g2 2 Af “uracil”
LE thymine" =2 22 ZHE B8 A ‘note”E AFEoI0f EX #O FII=2 45
£/ OfOF BFCF 11 FHA[BHLY,
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rlo
—I._l—
0jo
|0

| RNA X €5 7iA|SHCt:

5’ -cgucccacgugtccgaggua-3’

DE QA XH|& J|% " 2 HA|E|0fOF St
Z0| ME SF0f EA|Z|O{OF SHC}:

cgtcccacgtgtccgaggta
K "12"E A

[
-
Z

2= E7 7|3 “modified_base”
W “OTHER"E & T

ot Xt “mod_base”

ot “thymine’=2 &= 2HE A} “note”

WIPO PUBLIC

[t2tAf, M E2 Ctaat
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<SequenceData sequenceIDNumber="3"»
<INSDSeq>
<INSDSeq_length>28</INSDSeq_length:
<INSDSeq_moltype»RMA</INSDSeq_moltype:
<INSDSeq_division:PAT</INSDSeq_division>
«IN5DSeq_feature-tablex
<INSDFeature:
<INSDFeature_keyrsource</INSDFeature_key:
<INSDFeature_location:1..28</INSDFeature_location>
<INSDFeature_quals:>
<INSDQualifier>
<INSDQualifier_name:mol_type</INSDQualifier_name:
<INSDQualifier_waluerother RMA</INSDQualifier_value:
</INSDQualifier:>
<INSDQualifier id="q7">
<INSDQualifier_namerorganism</INSDQualifier_name:
<INSDQualifier_waluersynthetic construct</INSDQualifier_value:
</INSDQualifier:>
</INSDFeature_quals:
</INSDFeature:>
<INSDFeature:
<INSDFeature_keyrmodified base</INSDFeature_key>
<INSDFeature_location»>12</INSDFeature_location:
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name:mod_base</INSDQualifier_name:
<INSDQualifier_walue»DTHER</INSDQualifier_walue>
</INSDQualifiers
<INSDQualifier id="qg8">
<INSDQualifier_namernote</INSDQualifier_name:>
<INSDQualifier_waluexthymine</INSDQualifier_value>
</INSDQualifier:
</INSDFeature_quals>
</INSDFeature:>
</INSDSeq_feature-table>
<IN5DSeq_sequencercgtcccacgtgtccgaggta</INSDSeq_sequencel:
</INSDSeq>

</SequenceData>
WIFO PUBLIC

WIPO
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DNA/RNA SIO|EZ|E ML

ME0| ool Ee|E A2l 82,

fru |
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3

|0

o
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>
el
=
[
AN
|0

o

I
rr

RNAO|LC}:

ST.26 CH2l 55X 8- DNA MOIHE RNAAIHE
"55. OfLf OJ& S 8§/ S/DNAXRNA A/IHE = 22 HgIof= A A/ Z o/ &2,
2} 282 DNA Z HA[E/0fOF BtC}.
- £3/7/3 “source”
- EZF & Af “organism“ "synthetic construct”
- E+ 2 A “mol_type™ “other DNA*
- £347/Z “misc_feature”
- A ote”E FIFE &G ZBHE DNAIRNA 2419 2/2f9/DNA Z RNA
MIEHEE A2 ETfDNAO/7/LFRNA CIXE LIEFEY,

(18 n
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DNA/RNA SIO|EZ|E ML

= =382 CH32| DNA/RNASIO|EE|E MEZ i A|BHC:
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’
O17|M, tHEX} 7|2= DNA &S LIEIL LD, 2F%} 7|2 = RNA R 22

LHEFEACE,
71 1 LHX] 65 27 LHX| 32= DNAO| L1, Zt7]| 7 LHX| 262 RNAO|LC}

02 O Ak
1. AH ':'x-” X|X-I

2. =X} 0%4 5! mol type
3. DNA %! RNA M|OHE 9| 20l
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= A re)
E A
DNA 3! RNA A &

= =382 CH32| DNA/RNASIO|EE|E MEZ i A|BHC:
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’

07| M, ChZ At 7|2 = DNA == LIEILA, 2F X 7|2= RNA £
LtEHHCE,

ST.26 ttet 55 ="... ZAf 2 &2 DNAE HA/Z/O/OF Bt} ZEtE
DNA/RNA ZAt= £& 7/ 2 “source” ¥ g “synthetic construct’ =S =

= X L—

Z/+~ I & A “organism" 2 2 “other DNA" £ /= Z'5~ 21E Xf “mol_type” =

= X L =

A& IO E& #H O FIFZ 7/ =5/ 0/OF SFCf 11 FA/BELY,

/ _Exl_ _IQI_-% — uDNAn
v P =M HE = "synthetic construct"
v 3HE Xt mol_type = “other DNA
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= A re)
E A
DNA % RNA M &

= =32 CH22| DNA/RNASIO[EEZ|E MEZ 7 A|DHC:
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’
Ol7|M, tHEXt 7|2 = DNA 2= LtEIL, &2F X 7|2 = RNA R 22

LHEFHCF,

v DE et F7|= 7|3 " 2 HEA|Z|O{OF $tCt, et MY 2 Ch2at
Z0| & ZF0| #A|Z[0]OF SIC}:

=

acctgccgtcccacgtgtccgaggtagcatta
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= A re)
E A
DNA % RNA M &

= =32 CH22| DNA/RNASIO[EEZ|E MEZ 7 A|DHC:
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’
Ol7|M, tHEXt 7|2 = DNA 2= LtEIL, &2F X 7|2 = RNA R 22

LHEFHCF,

ST.26 Ct2h 55 =" Z 8/ DNA/RNA 2Af9/ Z2/Z/S/DNA L RNA A1 H/EE
A2 B EZFDNA O/ ALFRNA CIA/ E LIEIL= £ 7/2 ‘misc_feature” Z
SHE A note" £ F7f=E 7= £/0fOf 2FLf 10 HA|BHCL

v

374 MIAHE = 37H9| "misc_feature" EX 7|2
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= A re)
E A
DNA % RNA M &

2 =212 C}29 DNA/RNASIO|EE|E MY &

0 A|BECE:

5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’
Ol7|M, tHEXt 7|2 = DNA 2= LtEIL, &2F X 7|2 = RNA R 22

LIEFHHCE
‘/ MI1HE 1, Z7| 1 LHX| 6:
III "1..6"= A= "misc_feature" &%

llDNAu = 7} I|: -6|_X-| xl_ unote"

‘/ MIHE 2, Th7| 7 LHX| 26:

QX "7..26"2 Z = "misc_feature" EH 7|

o "RNA"E %= ot Xl " note "
‘/ MIHE 3, Zt7| 27 Lf K| 32
TIII "27..32"& L= "misc_feature"
nDNAuE 7|-|I: ‘6|_X-| X'_ n nOte ]

WIPO PUBLIC
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DNA % RNA M &

<SequenceData sequenceIDNumber="4">
<INSD5eq>
<IN5DSeq_length>32</INSD5eq_length>
<INSDSeq_moltype>DNA</INSDSeq _moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table:
<IN5DFeature:
<INSDFeature_key>rsource</INSDFeature_key>
<INSDFeature location>1..32</INSDFeature location:>
<INSDFeature quals>
<INSDQualifier:
<INSDQualifier name>mol_ type</INSDQualifier_name:>
<INSDQualifier valuerother DMA</INSDQualifier value:>
</INSDQualifiers
<INSDQualifier id="gl@">
<INSDQualifier namerorganism</INSDQualifier name:
<INSDQualifier valuersynthetic construct</INSDQualifier walue>
</INSDQualifiers
</INSDFeature_quals:
</INSDFeature:>

WIPO
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= A re)
S o
DNA % RNA M &

<IMSDFeatures
<INSDFeature_key>misc_feature</INSDFeature_key>
<INsSDFeature_location»l..6</INSDFeature_location>

<INSDFeature_quals:>
<INSDQualifier id="gl1": DNA A-” :l- DI_-I E 1
<INSDQualifier_name:note</INSDQualifier_name:
<INSDQualifier value>DNA</INSDQualifier walue>
</INSDQualifier>
</INSDFeature_gquals>
< /INSDFeature:>
<INSDFeature:
<INSDFeature_key»misc_feature</INSDFeature_key:>
<INSDFeature_location:7..26</INSDFeature_location:
<INSDFeature_quals> RNAA—” :L DI_-l E 2
<INSDQualifier id="gl2":»
<INSDQualifier_name>note</INSDQualifier_name:
<INSDQualifier_wvalue»RMA</INSDQualifier_waluex
</INSDQualifisrs:
</INSDFeature_quals>
</INSDFeature>
<INsDFeature>
<INSDFeature_keyrmisc Teature</INSDFeature_key>
<INSDFeature_location»>27..32</INSDFeature_location
<INSDFeature_quals:
<INSDQualifier id="gql3™:> DNA A-” :l. D|_-| E 3
<INSDQualifier name>note</INSDQualifier name:
<INSDQualifier_waluexDMA</INSDQualifier_waluex
</INSDQualifiesr>
</INSDFeature_quals:
< /INSDFeature>
</INSDSeq_feature-table:
<INSDSeq_sequenceracctgocgtocccacgtgtoecgagetageatta</INSDSeq_sequences

</INSDseq>
</SequenceData> WIPO
</5T265equencelisting> WORLD
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MEZEZ At 7

b &F = ARA|(Nucleotide Analogs)

SiLE O| M o| sHAt QALK E L eSH= A ME 2 ST.26 A0 HEEICT
A QAMN| = ST.26, CHEE 3(g)(2) OF2H 2 “°-'.*+_+"2| doloj =gt=ICt:

"M QA O| BHES HHE FR2 HDA/E A D EAHOE Ek FHAS
4 EALJO|E O] QAT =2 [J2A|Z/HA S Hh EAHOIE i FHAS Fh EA
IO/ E S22 ZBIdl= SHALOfA W7/ 0 H T2 T EIGl= 8HQ 7/ HY 2
SAAI7], Ol A S RN N AT G NS HEE 2 Yk

ABFE| O] SYAF QAN = HE|E S{AHPNA), 22| 2 SAHGNA), EH QA
A REEa| e 2 I

5'0M 3 WS Y= ZIF0HAM 5 S22 HA|X|OOF BHC}
=
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= 59| S/ 2 022 =22 9t (GNA) M= 7HAlSHCt:
PO,-tagttcattgactaaggctccccattgact-0OH
07| A, PO, A €| HEH2 DNA A Q| 5 LS D HIGHTY

v, ol MEgeMd =20 Z3te|ofof St}
y PO, ETH2 5 HES BHSEZ MB= FAIE &

Ot

FO 2 HA|L|O{Of StC}

—

0

2, 4 "OTHER"E &= “mod_base”
=)

\/ MH M L0 "modified_base" E% 7|
At ' b

oHE X & "glycol nucleic acid"2t 242 HAE A Lto| RSN F A [ X|
U2 HHZ Z3tStE note SHIAZE FH O 2 FHe{OF BHC}
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- «INSDFeature=
<INSDFeature_key>=modified_base</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location=

- <INSDFeature_quals>
- <INSDQualifier>
<INSDQualifier_name>=mod_base=/INSDQualifier_name=
=INSDQualifier_value=>0OTHER</INSDQualifier_value>
< /INSDQualifier>
- <INSDQualifier>
<INSDQualifier_name=note</INSDQualifier_name=
<INSDQualifier_value> 2,3-dihydroxypropyl nucleosides (glycol nucleic acids)</INSDQualifier_value=
= /INSDQualifier>
</INSDFeature_quals>
=< /INSDFeature:
</INSDSeq_feature-table>
<INSDSeq_sequence>tagttcattgactaaggctccccatigact</INSDSeq_sequencex

</INSDSeq>
2f1. of gjof Ljjzt Bt El =9/= LIS 0A XE + 20 WIPO
WIPO #z ST.26, 2= VI, J/3(g)-4. WORLD
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D OH:I|_L.;M
OtL} O] &Fo| D-Ot0| c4H2 St OfO| A ME2 ST.26 H&I0f| M2 =IC}
D-Ot0| = 4F2 ST.26, THEf 3(a) Of2f 2 "OHIII_LEJ.\_P"QI Xo|of| ZstEIC}

"OfO[E A2 BE | (MM 3, #3 D)0 HAIE 2/9/8/ 7/ E ALESf0f HA & + Y=
olo/of OfO i A2 OJOJBICE AF7] OfO) i AFL E3/D-0f0) . A B HISIE = Bt
=42 B Ok AS ELBICL

D-OI0| =&t 2 7hsot 8% 8ot MY EA| H2 L Of0[ ¢t 7|22 M M E
LH Ol ZA|Z|O{OF SFCY

S8 BOAN HYE Of0jtto = ZHE|O{OF ohCt
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WIPO PUBLIC



2 S5 £SO 22 MBS I

D-Ala-D-Glu-Lys-Leu-Gly-D-Met

v, ol MEgeMd =20 Z3te|ofof St}
\/ AGKLGMCS 2 H 3 T|0Of otC}

‘/ X 12| atl, 2[X| 22| 2R EHAEE! 2X| 62| HE| 2L 0|= 22 "SITE"
EXl 7|= YU “NOTE" St X7 =M o 2 {0} 6l O] “NOTE" St X0 =
A-Eot= o0 = Ato| 2t M S QFF | X| F2 HEO| QU0{0F BtC}
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o d O3S
MEZ =4 738
D-OFO| L= Al

—

- <INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
- <INSDFeature_quals>
- <INSDQualifier id="q4">
<INSDQualifier_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>D-alanine</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
- <INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>

<INSDFeature_location>»2</INSDFeature_location>
- <INSDFeature_quals>

- <INSDQualifier id="q5">
<INSDQualifier_name>NOTE </INSDQualifier_name>
<INSDQualifier_value>D-glutamic acid</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
- <INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
- <INSDFeature_quals>
- <INSDQualifier id="q6">
<INSDQualifler_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>D-methionine</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AEKLGM</INSDSeq_sequence>

211 FAIBF 019 BHEEl =9/ LS 0fA X2 + QICf
WIPO #F ST.26, ZZ VI, 9/3(a)-1.

WIPO PUBLIC
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M2 2 98

= A2l A E
28 A N U EX|E o)A M2 ST.26 A0 HBEIC
2XE Mol MY 04% 107 Ol 44| TRIHO 2 ol El WAt = 47}

o|&e| S Ze5tE BF ME =50 =
C|O{Of BtCt. (WIPO B ST.26, CtEl7)

XA 2ol @S ZFAZ|= 2XE MEo| 4o Md Y2 1 xpAle]
MEAEHMHS(SEQ ID)E HE HEL| MBEA ZotE|0{OfF otCt

212t E My S0 AL 2 FolEl THT| Q| =71 11 2{k|0{OF 5tH,
Ol 7t el #HAE = Fo| & Th7[e| & =7} OfL|C}

WIPO
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WIPO PUBLIC



NH,-Asp-Gly-Ser-Ala-Lys-Lys-Lys-L O,H
,"I \
NH,<Ala-Ala-Ser-His-G 2 1
O7|M, -----= =E[Q| ZI2=A| Z T 2[4 S| ArO|2| OfO| =

U

ZoHS LiEtIT

L—

5250 MY 42240l PHNOR HO|T Of0| M EEDE,
S MY 220 Z3E Tt ot

Vv ZZto| ME ol 1 RpAlO| M A HS(SEQ ID)E 2 HEO)
M@ 2 A =t ofof Bhe}

v/ OHIIE Z3 o] 9IX| U S42 EAIB17| o) & ZF2 HEO| FAE
=+0fof SHC}
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M2 2Xt &4
=X = ME

- «INSDFeature=
<INSDFeature_key=8ITE</INSDFeature_key>
<IMSDFeature_location>5</INSDFeature_location=
- <INSDFeature_quals>
- <INSDQualifier id="q4">
<INSDQualifier_name>=NOTE</INSDQualifier_name=
1 <INSDQualifier_wvalue>Lysine side chain is amide bonded to the carboxy
terminus of the glycine in SEQ ID NO:2</INSDQualifier_wvalue>
= [INSDQualifier=
=/INSDFeature_quals>
< fINSDFeature=
</INSDSeq_feature-table=
<INSDSeq sequence=>DGSAKKKK </INSDSeq sequence=

- <INSDFeature=
<INSDFeature_key=SITE</INSDFeature_key>
<INSDFeature_location=5</INSDFeature_locationz
- <INSDFeature_quals>
- <IMSDQualifier id="q11">
<INSDQualifier_name=NOTE</INSDQualifier_namez=
2 <INSDQualifier_wvalue>glycine carboxy terminus is amide bonded to the side
chain of the lysine in SEQ ID NO:1, position 5</INSDQualifier_value=
=/INSDQualifier=
</INSDFeature_quals=
< /INSDFeature=
=</INSDSeq_feature-table>
<INSDSeq_sequence=AASHG</INSDSeq_sequence=

B/ 11 RA}BF 09 BIEVE =0l WIPO EZ ST.26, #E VI, 0 wIPO
7(b)-3 0///(f ;c",go —//b ﬁ/Ef_ IONHTGEALNLIEZi'TrILé%L PROPERTY

WIPO PUBLIC
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A—| % E O‘ X‘”(variant sequence, HO| A &)

Ok

ST.26 tH=r 3(m)2 “ &0/ A/ E'= Cis1t 20| ‘Z2|TtLt.

“W X} A G0 2FE1510f of Lf O Atof X0 E ZBlol= WA ) tf = Ofﬂ/ b Af
A/E= o/0]ptLf. 0] 2/ 2t Af O/ & Of = L f(alternative) 2/7/( & £r2t1s 297

thx) Hi of l_f]/( E/E'f3(g) 3(h), 16 /29 Jt/x) 7://(/ Arol ol I/Q/O/Eg"é/
7 Q/CF(EE93-95 &)

50| M O] JHA|E| S WAl Y 220] oA EA|£|0fo}
SH=X|E 2 20|t

ST.26 tH=r 93 LI X| 95= HO[X| 7t BA|E|O{OF of= B RS
MO oLt

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

WIPO PUBLIC
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ML HO|A|
F2h 93

M

£1E/93: LISt 70 Zote] 0 22 I L} SO) Of5ff HAIE/=1X A & Of
A1 glojef Hojof Lifsl 22/ o] 17 A4 EH = E R 0j3f0f0f BtL.

P
h — ZtZ{o| HO|H7F HE MO R UAHE HQ, ZZto| MoK & O
O MEAHH S (SEQ ID)E 7HXOF $HCh
NS

WIPO
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WIPO PUBLIC



N E HO[K

Ci2

cr=f 93
= 55 =2 L3 U ME 885 d= =HE Zeoth):
HAMMA LEGnEQFINAak] IREPKYnrkT IANDImfLIK
Homo sapiens LEQNEQF INAAK[ TRHPQYDRKTLNND ML TK
Pongo abelii LEQNEQF INAAK[I TRHPQYDRKTVNND ML TK
Pan paniscus LEQNEQF INAAK[I TRHPKYINRT TLNND ML TK
Rhinopithecus bieti LEGNEQF INATK[ TRHPKYINGNT LNND ML TK
Rhinopithecus roxellana LEGNEQFINATOIL IRHPKIYINGNTLINND ML IK

B HEE MY F M8 of0| e At B[S LIEFHLTE -
‘/ 6712 EHEl ME 442 O A MEMNBERHS(SEQ ID)E A= B9

REVR-E

LALBF 0O BIAFE =0/ = C}20)A]

WIPO 7 ST.26,

= Z
=

ZVI, 0f93-3.

0

o A0
B

oiry

| 2| O OF ShLt.,

WIPO PUBLIC
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—
MG =AM
= ol_l- T
B HO[N|Of Chot =4 = Adots ERH2 5T 7|2 24 7 A BO|2
S0zt EICt
Type of Feature Key Qualifier Use
sequence
Nucleic acid variation replace or Naturally occurring mutations and
note polymorphisms, e.g., alleles, RFLPs.
Nucleic acid misc_difference replace or | Variability introduced artificially, e.g., by
note genetic manipulation or by chemical
synthesis.

Amino acid VAR_SEQ NOTE Variant produced by alternative splicing,
alternative promoter usage, alternative
initiation and ribosomal frameshifting.

Amino acid VARIANT NOTE Any type of variant for which VAR_SEQ
is not applicable.

WIPO Z & ST.26, £/2/96

WIPO PUBLIC
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b MetH el Chsoth| e of E= st g 7| 7|2

ST.26 tt=h 15 8l 272 CtE 00| 4t EE = Ll AHA
|etX ol 7| E Ar-806lOfF StCt.. "2t HA|BHC},

o= =9.:
AL MEOM, X7t a" EEE "c"E = U= EF, "n" A0 CfSH LG
|2 "m"= AME 2L

OrO| =4 M EO|A, 2K 7t L 2 "I"E = A= EF, "X T2l
CtSorO| et 7|2 "3 & Ar&etLt.

"n" A "X'= WEL(default value)E A1 U7| ME 0 "n" EE= "X"7t LHEU
= FMo| g2t A2
WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

7| 43l OF Skt

WIPO PUBLIC



104

ME HO[K
F2f 94

M

EfEfoa: ofLf of&4of YA 0) LtGE iX FH/ 2 = HHE MG EH 7 E
So/ol BHOo| G2 A EE=20) Z5E/0/0F of 1 EtE A E = #515/0/0f ol 7,
Of Z[Af LEG &l LAY 27 = 21 Aot & Of LFS OO/ e A iE = Lf S8 A S 7/
I = #HBIEICAEIE 15 27 2.

—

% 4
7
h — HOIN7} B2 @A K| W, Bl 1K M E LS| 7HH T
N 7R BAEE B3R, 0152 EE MEABHZ(SEQ ID)E
= 7H2 227} 8ich

-

WIPO
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ORGANIZATION

WIPO PUBLIC



N E HO[K

o

\\<\\\<\

2f 94

2 E3 29O C}2a} 22 Yo HE|ES JhAIBHCH

-

Gly-Gly-Gly-[Leu K= lle]-Ala-Thr-[Ser EE= Thr]

Tt M2 A€ 550 22 E = QUL
ANEO| HtEHASE g2 CHE10F 2L GGGIATX

Q
k)
ot
n

[Leu EE= lle]2 71 Mgt H QI CtEot0| et 7|2 "J"2 HEA| L

[Ser EE= Thr]2 X7} Mgl 2= Eg|El0|2t= A2 LIEIW = SHE XL
Sl c'”71| £ 7|2 “VARIANT'2t &7 7|= "X"2 HA|E|0{OF HC}
WIPO
7('/7 0/ @{/O/ __o_/-X/-E/_’-':O/l_ E/lOO///(f 7('/-0 /\ O/E/l WORLD

INTELLECTUAL PROPERTY

WIPO #Z=ST.26, ZZ VI, 3/94-1. ORGANIZATION

WIPO PUBLIC
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ME HO[A
F2F 95

piL

E12195: A/ Q2 2.0/ 14 A/ OJA ZMdeletion(s)), £/ Lllinsertion(s)) =

A/Esubstitution(s)) 9 Lf&F X5 s S EF JfA/E &O/0] B0j HE2 HEZZ0)
HIE/0/OF Bt} A E=Z0) ZEE[= &R, O/2/3H HE A Z=:

() 1A A/ Ze) TH o= o E + 2o, g 7/A H2 PIA] &£&= Lf5~9) 2779/
PIXIONA] Bg/ S Z&fofd, O/2/3F Hglo] 242 =5/ &5 0/L},

(b) E=C/ NS = #SHEL/O0f0f of 1, 117751 A/ F 4/ Z HS(SEQ ID) 7f 73 £/ 0/ OF ofH,
G Z|A] Cf 5] CHE RIA]0jA] B0/ & Zgtofl O/2/F B10/Sf 22 &2 o/FX 0/,

(¢) Y0/ A= EHEO0F 810, T-Q8F A G4 B HB(SEQ ID) 7} &0/ /0fOf 3104
0f7|0f= 1000 2 Zf}= 7178 BBIHE &8 T H2Hel Af S0 ZS}EICK £12f
86).

\
< 7 «AA Al L X|BHO|| CHSE A2 HO|H| 7L AR O E JA|
o« EOof Ath= AS 2ojgtrt,
N

-

WIPO

WORLD
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= = H2 LS €2 A& Z&etrt:

HE|E THH 1: Gly-Leu-Pro-Xaa-Arg-lle-Cys
0| 7| M, Xaa= 22|2| OtO| = AHO|LC}

* * *

. ELCHE 200 A, BEIE '.:_ 12 Gly-Leu-Pro-Xaa-Arg-lle-CysO| 11
O{ 7| A Xaae Val, Thr, £= Asp 4‘- RULE.....

*
. EECHE F20[0| M, BE[E 'F_“_.ﬂ 12 Gly-Leu-Pro-Xaa-Arg-lle-CysO| 11
07| M Xaas Val &= RULCE...

1 X A1 Z, Gly-Leu-Pro-Xaa-Arg-lle-Cys, = £/2 f/A/0f HO) 5 =2 E£&/ol0, o5
Hiojof BHML2 =2/ X 0/Cf

WORLD
INTELLECTUAL PROPERTY
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WIPO PUBLIC



1A M E2 ME SF0| Z2X0{0F S5tH, HO|M & 14X+ M2 =40

71 22X FH0= M E 5Z0| etz HHO|0{0F 3t — O] of|0f| A,
O|= XaaZl " any amino acid " Q! H{70|Ct

M E2 GLPXRICE HA|Z|O{OF otH, ?[X| 40 M 2| S 7| = “VARIANT”
X Xaa”f "any amino acid" &S LtEfL = SHE AL “note"E E R 2 SHC}

25X = BT Ot 3712 HO[M[ 7t ME S/ B2 ME=E =9

= Ao dE =Lk
GLPVRIC
GLPIRIC
GLPDRIC
e
&1 0 0jo BH&HEl =9/=WIPO #Z ST.26, FEVIOJA &£ + 20}, ORGANIZATION Tty

g/ 95(a)-1. WIPO PUBLIC
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aatgn,cccacgaatgn,cac

iml

A7IM,n, A n,=atg E=cd =AU
O] HO| A E0| Ct=1r & 0| ZJHA[=ICF:

n Ol al_ O_I_, n2I_t gEE:: COlE.l'
n 0| to A2, n,=a,gEEcO|Ct

n10| g2 8%, nz_ t, a == cO|C}
n,0| c@l %, n,=t, g == aO|C}

AN A G2 Cp0f B2 $IA042] H0|Z ZErelm, S5 #0/S Y2
WELEZ L
WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

WIPO PUBLIC



ME S50 2zl HHO0[00F 5tH: 07| ny &

v/ ML aatgnccecacgaatgncac® EA| |0 Of SHC}

/S8 7120 BA0| M e e, v, g i v SR S E 7| 2o
nOl T3t 40| BRSHX| R4TH(ST.26 £+ 15 A %)
HROA = YA, T2 a7iel HOIHZE MY S0 eS| MY2 Zote|E

- L
20| Z2e| REL

- O
aatgacccacgaatgbcac (b=t g, E= ¢)
aatgtcccacgaatgvcac (v=a, g, =£= ¢
aatggcccacgaatghcac (h=t,a, =& ¢)
aatgccccacgaatgdcac (d=1t,g, == a)wiro
Bl RALEF 09 B E =9/ = LHEf 25 + 20 ELEEEELECAII%QL rrerERT

WIPO #Z ST.26, FZ VI, 0] 95(b) Of A/ A Z/ /L. wipo puBLIC
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= Lkt €2 A & =2

[Ok

FC}:
... -Met-Gly-Leu-Pro-Arg-Xaa-Arg-lle-Cys-Lys- ...

Ol 7| M, Xaae Gly EE= Aol MQo|n
Cys-Tyr-lle-Lys-Ser-(1000 OF0| = 4h)-Leu-Thr-Pro-Lys

ofLtol B0/ A/ 2210007 &7/ E ZXifof= A 2E L= AEZHE A{E S Z Bt

WIPO
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WIPO PUBLIC
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v/ Xaa= 1000707} L= Zt7| o] AFQlQl

HO|K| 7t 2 Xp2le

I
MEHEHS(SEQID)E A= B2 MBEAM N E S50 =2 (0{0f

oFLCt,

Xaa = GlyQl HO|X| GA| O Xl A EAHHS(SEQ ID)E H&= E7H<

MEEM ME S50 ZgtZ AO|Ct,

= —1 7/

...-MGLPRGRICK-...

WIPO PUBLIC
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AN E HO[K

Q: CH2 Ol A0 BB E| THate 2oi0lvty

G-L-P-T-R-I-C-[L or I]-A-V-[G or A]

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO

WIPO PUBLIC
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AN E HO[K

Q: CH2 Ol A0 BB E| THate 2oi0lvty

G-L-P-T-R-I-C-[L or I]-A-V-[G or A]

A: Ct2fog:

<311} OJAMO) SX/0) LfSIE YA FEI|Z ZH= £H M S ZM BIYE 20/9f
H10] A/ 2.2 A/ I 220 Z5}5]0/0F 3l £+ A G2 H S5/ 0/0F 81, 017)Af
LFQIE YA FEo| = TPEF HBHE QI CF S0 M B CFS MG 7] B2
HAEICE”

WIPO

WORLD
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ORGANIZATION

WIPO PUBLIC



AN E HO[K

Q: CH2o| ZHAI0] BB E|= EHat2 2oiolvty
4

Position 1 2 3 5 6 |7 8 9
Sequence A V | L T Y L | R G E
Variant 1 A
Variant 2 P P
Variant 3 A I G Y
Variant 4
#O| Bl Z7F2 HO|X| LHf ofO| = AFO0[ "M G Lf Q| & 8ot= OfO| At} & YSICH=
A= LIEFL L, " &= "M E" L] 43 ot= otn|4te] A4S LIEHHCE
A: THEf 93

“CHEITOf ZEE/ 0 22 K7) LI Z0) O3] HAJE[E1AF A E & Of A/ Z9
g/ojo] Hojof Ljsy 229 AR A F4EESE Hajsfa/of siCf”

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

WIPO PUBLIC



AN E HO[K

Q: CH22| 7HAIO| M8 | = THar2 FAA el
EHZ2 7] MEE 7HAIBHCE:
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (M€ 1)
M= MG 10 2EH =

Ct2 o
o AU O A, ML 19| K| 72| EEl(va)2 L2t (Ala)2 2 CHA| =ICt...

0

WIPO
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AN E HO[K

Q: CH22| 7HAIO| M8 | = THar2 FAA el
EHZ2 7] MEE 7HAIBHCE:
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (M€ 1)
= B AM= ME 10 2HE O 2 2 E ZEotin
E "

g T, M B 19| 2

A: THE 95 (a): “A/ ZEE9/ 1 X} A/ S oA/ £ A deletion(s)), 2/ Zinsertion(s)) L=
A/ 2Ksubstitution(s)) Of L3t X1 FS ESJAIBF TYA/El 2/0/Sf B0 A{ L A FZ2Z0)
HE/OfOf piLf. A G=E 20 Z5 /= &R, 0/5/oF g A=

(a) LA A/ 2/0) 402 FB/E + 200, 017/A] £+Q §IA] & Cf70] B2 FIA/0A
g2 Eepel, 0/2/3 HEo HM2 EEF /Ly

WIPO

WORLD
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ORGANIZATION

WIPO PUBLIC



AN E HO[K

Q: CH20| A0 MBE|= THate 2ofolvty

EHZ2 57 MEE 7HAIBHCE:
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (M€ 1)

= GMAM= ME 110 2HHE TS SES ZYeh:

— - — —

.. M@ 19| ?X| 79| Z 20| HetH 22 TN &= E%, /%l 109] Eetl2
2o = CfM =lCt....

WIPO
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ORGANIZATION
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AN E HO[K

Q: CH2o| jAl0) M2 E|= BHEte B ool
EHZ2 57 MEE 7HAIBHCE:
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (M€ 1)

= BMAM= ME 14f A E Chs §E& Zeotth:
. M8 19 9K 79| ZEIO] ZEtH e = TN == E%, ?IX| 102] HEtH2
2o = CfM =lCt....

A: THE 95 (b): “A/ZEZ 9/ 1 Af A oA Z &(deletion(s)), &/ E(insertion(s)) L=
X/ 2K substitution(s)) O Lot OI5 = ESofAIEF FfAIEl 2o/ 0] A/ F L2 A= EZ0)
HZBlE/0/Of BILf. M EGEEZE0) Zotr/= &2, 0/2/2F Hg] A/ =

(b) E=5/ AEZE HHAE/O/OF of 1, 125t A/ G4 ZHS(SEQ ID)7f 2 F L]0/ OF of1H,
QI 7| A Cf+Sf CFE 2IX|0fA] HO[E Z 5t} 11 O[22 H 0[S BHY2 &2 OjFF o/Cp
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