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NPEAONOXEHWE O NMEPECMOTPE CTAHOAPTA BOWC ST.26

LokymeHnm nodzomosneH MexxdyHapoOHbiM 610po

PE3IOME

1. Llenesas rpynna no nepevHsam nocrnegoBatenbHocTen (Lenesas rpynna no SEQL)
npeanaraeT BHECTW NONpaBku B TeKyLLyto Bepcuto ctaHgapta BOMC ST.26 ¢ uenbto
ncnpaBneHns peaakLMoHHbIX OWNBOK, BbisiBNEHHbIX Lieneson rpynnon, n no6aesneHuns Tpex
HOBbIX NpuMepoB B NpunoxeHue V1. Ha geeaTton ceccun Komuteta no craHgapTam

BOWC (KCB) MexayHapogHoe 6t0p0 NpUHSAO K cBegeHntio 06eCnoKoeHHOCTb BE4OMCTB B
CBA3U C BHECEHMEM AanbHenwmnx nameHeHnn B ctaHgapt BONC ST.26 n B aTon cBA3un
noAroToBUNO pEKOMEHAALMN OTHOCUTENBHO NOAX0AA K BHECEHUIO TaKMX NU3MEHEHWN.

CMPABOYHAA MHOOPMALIMA

2. Ha cBoei B0O306HOBMNEHHON YeTBEPTOM ceccumn, coctosBLlencs B mapTe 2016 roga, KCB
npuHan ctaHgapT BOUC ST.26 (cm. nyHkT 52 gokymeHta CWS/4BIS/16), o3arnaBneHHbINn
«PekomeHayembIn cTaHAApPT NpeacTaBeHns nepeyvyHen HyKNneoTuaHbIX 1 aMUHOKUCNOTHBIX
nocrnegoBaTenbHOCTEN C UCMONb30BaHUEM A3bika XML (paclumpsemoro a3bika pasmMeTKun)».
Llenesas rpynna no nepeyHsM nocriefoBaTenbHOCTEN OTBETCTBEHHA 32 BHECEHME MONPaBOK B
ctaHgapT BOUMC ST.26 B pamkax 3agayumn Ned4, kotopas cchopMynupoBaHa criegyowmm
obpasom:

«Okazampb noddepxxKy MexdyHapoOHoMy b6ropo, Hanpaesnss eMy UHGoOpMayuto o
3anpocax u MHeHuUsIx rnosb3oeamerneu o rnpoepaMmMHOM cpedcmee 071 cocmaenieHus u
rposepKU MeKcma 3asi80K 8 coomgemcmeuu co cmaHOapmom ST.26; okazame NOAOepKKY
MexdyHapodHomy 6topo ripu nocnedyrowem nepecmompe AOMUHUCMPamMU8HOU UHCMPYKUUU K
PCT; u nodzcomosums Heobxodumblie ronpasku kK cmaHOapmy BONC ST.26».

3. Monpaeku B ctangapt BOWC ST.26 6binin ogobpeHbl KCB Ha ero naton, WwecToun,
ceAbMOM U BOCbMOW Ceccusix, B peaynbTaTte Yero 6binu noarotosneHsl sBepcun 1.1, 1.2,
1.3 n 1.4 cooTBETCTBEHHO (CM. NYHKT 41 gokymeHTa CWS/5/22, nyHkT 112
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nokymeHta CWS/6/34, nyHkT 133 pokymeHTa CWS/7/29 n nyHkT 49 gokymeHTa CWS/8/24).
CoBceM HegaBHO, Ha AeBATOM ceccun, coctosBLlerica B Hos6pe 2021 roga, KCB ogo6pun psag
pedakUMOHHbIX N CyOCTaHTUBHbLIX U3MEHEHWI 1 onybBriMkoBarn Ux B Ka4ecTBe nocrneaHen Ha
OaHHbIN MOMEHT Bepcun ctangapta BOUC ST.26 — Bepcum 1.5 (cM. NyHKT 63

AokymeHTa CWS/9/25). B Tom uncne 6binv BHECEHBI UBMEHEHWSI, HANPaBIIEHHbIE Ha
COXpaHeHne CooTBeTCTBUS TpeboBaHMAM KOHcopumyma «MexayHapoaHoe COTPYAHUYECTBO
0a3 gaHHbIX 0 HykneoTuaHblx nocnegoBatenbHocTaX» (INSDC).

4, B xone nessaATon ceccun aeneraumm Bbipa3unm o6ecnokoeHHOCTb No NoBoay
noTeHUManbHbIX NOCNeacTBMUA BHeCEHNA nameHeHnn B ctaHgapt BONC ST.26 nocne Toro, kak
BCE rocygapcTrBa-ysieHbl BHEAPWIN OAHHbIN CTaH4apT, B crydae, Hanpumep, HeobxoanMocTuH
nepeHacTponkm nx UT-cuctem (cMm. nyHKT 62 gokymeHta CWS/9/25). MexayHapoaHoe 6topo
coobLwuno, 4YTo NpeacTaBuT pekoMeHAaLmMm no JaHHOMY BONPOCY Ha AeCATOW CECCUM.

5. Psag pegakumMoHHbIX MonpaBok Obinn BHECEHbI B NpurnioxeHne VI n gononHeHue K
npunoxeHuto VIl nocne Toro, kak 6binn BbisiIBEHbl HECKOMNBKO OLLUMOOK C OTChINKamu
NPUMEHNTENBHO K aeHTUdKnKaTopam nocrneaoBatenbHOCTEN N HEBEPHLIMU YKasaHUsMN
MECTOMONOXEHUSA XapakTePUCTMK NO UToram nepecmoTpa, NpoOBEAEHHOro Ha AEBSTON CECCUN.
O1n nonpaeku 6binn BHECEHBLI M onybriMkoBaHbl B Mae 2022 roga.

NPEONATAEMBIE WBMEHEHUA B CTAHOAPT BOUC ST.26

6. Llenesag rpynna no nepeyHam nocrnegoBaTenbHOCTEN NOAroToBMNA NpeasiokeHme no
nepecmoTpy ctaHaapta BOUC ST.26 ana paccMoTpeHus 1, Npu ycroBum LienecoobpasHocTHy,
yrBepxaeHus KCB. 3auepkHyTbIn TEKCT yKa3biBaeT Ha U3SMEHEHWS, B TO BPEMS KaK
BblAEMEHHbIN XMPHbIM LWPUATOM TEKCT 0603HavaeT gobaBneHue.

7. TNpegnaraemble MU3MEHEHUSI K OCHOBHOWM YacTu (TEKCTa Ha aHIMUACKOM A3blke) cTaHaapTa
BOWNC ST.26 MOXHO pestoMmmnpoBaTth crnegyowmm o6pasom:

(a) B cBsA3n c BCTynneHnem B CUy HOBOW Bepcun ctaHgapTa (Bepcus 1.6) 3amMeHnTb
nepeoe NpeanoXeHne peaakuMOHHOMO NpUMeYaHns CneayoLwmm TEKCTOM:

«Komumem no cmarndapmam BOWC Ha ceoell decsimoll ceccuu nocmaHo8usI, 4mo
eepcus 1.6 cmaHdapma BOUC ST.26 ecmynum e cuny 1 urons 2023 2oda. [Jo amoeo
MomeHma criedyem npodosnKkamsb UCoIb308ams eepcuto 1.5 ykazaHHO20 cmaHdapmay;,

(b) O6HOBUTL NYHKT 44, 4TOGLI MOANMUNPOBATL 3HAYEHME MMEHN hanna Tak, YToOLI B
HEM BMECTO «_» UCMONb30Barncs 3Hak «-»: «filename="US11-405455-SEQL.xml"», Tak
kak HekoTopble BUC He gonyckatoT ncnonb3oBaHne 3Haka NogyvepkUBaHNs «_» B UMEHM
nogaBaeMbIX 3N1EKTPOHHLIX (pannos;

(c) OBHOBUTL NYHKT 45, 4TOGLI YTOYHUTL Oonpeaenenne anemenTa ApplicationNumberText
cneaytowmm obpasom: The application number as provided by the office of filing (e.g.,
PCT/IB2013/099999). («Homep 3aaBkM, NpeacTaBrneHHbIi BE4OMCTBOM Nogayn
(hanpumep, PCT/1B2013/099999)»);

(d) OBHoBUTL NYHKT 73 ansa obecneyeHns ero COOTBETCTBUS ONMCaHuMio pasgena 6 nytem
nobaBneHus cneaytollen pasbi BO BTOPOW NONOBUHE NEPBOro nNpeanoxeHmsa: Section
8 provides the exclusive listing of qualifiers, and their specified value formats, if
any, for each amino acid sequence feature key. («B pasgene 8 cogepXxutcsa eauHbIn
nepeyeHb KBanMpuKaTopos, U UX yKa3aHHble popMaTbl 3HAa4YE€HUN, €CIIN TaKOBble
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MMeEKTCS, ANSA KaXaoro oyHKUNOHANbHOMO Krntova aMUHOKUCITIOTHON
nocrneaoBaTensHOCTU»);

(e) O6HOBUTL NYHKT 76, yka3aB Ha Hanuune onpegeneHns TepmmHa and one optional
attribute («n ogHoro Heobsi3aTeNbLHOrO aTpnbyTa»);

(f) OBHOBUTL NYHKT 76, BKNOYMB B HErO HOBOE onpeaenexHve atpubyTta id Ans 3aBUCUMBIX
OT fA3blka kBanudukaTtopos B cBOOGOAHOM hopmaTe B Ka4eCcTBe HOBOW, YETBEPTON
CTPOKM NpuBogMmon Tabnuubl. OnucaHne BbirnsaauT cneayowmnm obpasom: A qualifier
with language-dependent free text value may be uniquely identified by using the optional
XML attribute «id» in the element INSDQualifier (see paragraph 87(d)). The value of the
«id» attribute must start with the letter «g» and continue with any positive integer. The
value of an «id» attribute must be unique to one INSDQualifier element, i.e. the attribute
value must only be used once in a sequence listing file («<Knaccudgukatop ¢ 3aBucALLNM
OT A3blka CBOOOAHbLIM TEKCTOM MOXET ObiTb YHMKANbHO MAEHTUMUMPOBAH C MOMOLLbIO
Heobs3aTenbHoro XML-atpubyTta «id» B anemeHTe INSDQualifier (cm. nyHkT 87(d)).
3HauyeHne aTpubyTa «id» JOMKHO HAaYNHATLCA C BYKBbI «Q», 3a KOTOPbIM AOSHKHO
cnepoBaTb ntoboe Lenoe nonoxutensHoe Ymcno. 3HavyeHne atpmbyTa «id» LOMmMKHO
ObITb YHMKaNbHbIM Ansa Kaxagoro anementa INSDQualifier, T.e. 3Ha4yeHune atpmubyTta He
OOJDKHO MCMNONb30BaThCs B hanne nepeyHsi nocriegoBaTtenbHocTen 6onee ogHoro
pasa»);

(g) O6HOBUTL NYHKT 77, no6aBmB Npoben n 3Hak " mexay organism («opraHmam») u for
(«ans») B nepeon cTpoke: ...and “organism" for amino acid sequences... («...n
«organism» Ansg aMMHOKUCITOTHbIX NOCNeaoBaTENbHOCTEN...»);

(h) O6HOBUTL NpuMep 2 B NyHKTe 79: nckntoumTb npoben nepea mol_type;
(i) O6HoBUTbL NpumMep B NyHKTE 83: UckntounTb Npoben nepeg mol_type;

() O6HoBUTL NYHKT 86 cregytowmm obpasom: The use of free text must be limited to a few
short terms indispensable for the understanding of a characteristic of the sequence. For
each qualifier other than the "translation" qualifier, the free text must not exceed
1000 characters («Mcnonb3oBaHne cBOOOOHOIO TEKCTA AOIMKHO ObITb OrPaHNYeHO
HECKONbKUMWN KOPOTKUMU TEPMUHAMUN, HEOBXOOUMBIMU 41151 MOHUMAHWSA XapakTepUCTUK
nocnegoBaTtenbHOCTU. [INs Kaxaoro kBanudukaTopa, KpoMme KkBanudukaTopa
«translation», cBo6oaHbIN TEKCT HEe JormKeH npeBbiwaTtb 1000 3HakoB (CMMBOSIOB)»);

(k) O6HOBUTL Ha4arno nyHkTa 87 (d), nameHuB ero cnegyrownm obpasom: For qualifiers with
a language-dependent free text value, ... («na kBanugukaTopoB co 3HaYEHNEM
cBOBOAHOrO TEKCTa, 3aBUCALLETNO OT A3bIKA, ...»);

() TMMomeHaTb Bce cnoBoco4veTaHus industrial property («npomblIlLneHHass COBCTBEHHOCTbY )
Ha intellectual property («MHTEnNnekTyansHas cCoOGCTBEHHOCTbY ), Tak Kak Ha AeBATON
ceccum KCB 6b1no ogobpeHo 06HOBMNEHME C LENbIo paclumperust cdepbl NPUMEHEHMS
CnpaBo4Huka BONC; u

(m)No Bcemy TEKCTY OCHOBHOW YacTu cTaHgapTa yHUOMLMPOBATL CCbISIKY Ha
MeXAyHapoAHble, HaLMOoHanNbHbIE UNN perMoHanbHble npoueaypbl UMEHHO B TaKOM
nopsigke.

8. Mpennaraemble n3ameHeHns B npunoxexHuax ctangapta BOMC ST.26 (TekcT Ha
aHIMIMNCKOM SA3bIKE) MOXHO pe3toMnpoBaTh crieayoLwmm obpasom:
(a) Mpunoxenue |, paspen 6: o6HoBUTL Tabnuuy 5, Bkntoums frequency («4actoTta») B
KavecTBe kBanudumkaTopa co 3Ha4yeHnem cBOHOAHOro TeKCTa, 3aBUCALLENO OT A3bIKa;

(b) Mpwunoxenwue |, pasgen 6.21: 06HOBUTL 06A3aTENbHBIM dOPMAT 3HaYeHus!, ykasas, YTO
kBanudukatop frequency («4actoTa») 3aBUCUT OT A3bIKa;



()

(d)

()

(f)

(9)

(h)

(i)

()

(k)

()

CWS/10/13 Rev. 2
cTp. 4

MpunoxeHwue |, pasgen 6: 06HOBMTL Ha3BaHMe Tabnuubl 5 cneaytowmm obpasom: List of
qualifiers for nucleotide sequences with language dependent free text values («Crnmcok
3Ha4YeHMIn KBanMUKaTopoB ANs HYKNeoTUAHbIX NOCneaoBaTeNbHOCTEN C 3aBUCUMbIMU
OT A3blKa 3Ha4YeHUAMM CBOOOOHOIO TEKCTA»);

MpunoxeHwue |, pasgen 6 n 8: o6HOBUTL NpuMeyvaHue, nobaBmB CroBo international
(«mexayHapoaHbIX»), TaK Kak B HacTosILLLee BpeMs B HEM YKa3aHO TOSbKO criefyoLlee:
national or regional procedures («HauMOHasnbHbIX U PErMOHaNbHbBIX NPOLEeayp»);

MpunoxeHue |, pasgen 6.77: ybpaTtb B npumepe npoGenbl Nocre 3Ha4eHUst aHTUKOAOHa,
HO nepea CMMBOJSIOM «MEHbLLIEY;

MpunoxeHwue |, pasgen 8: 06HOBUTL NpuMeYaHmne, YToObl OHO COOTBETCTBOBAIIO
npumedaHuio B pasgene 6. O6HoBneHHoe NpumevaHne byoeT HaunHaTbCH CrieayroLwmnm
obpasom: Any qualifier value provided for a qualifier with a language dependent “free
text” value format may require translation... («Jlioboe 3HayeHne kBanudmkaTopa,
npeaycMOoTpeHHoe Ans kBanudukaTopa ¢ 3aBUCUMbIM OT si3blka 3HavYeHnem dopmarta
free text («cBOGOOHBIV TEKCTY), MOXET NOoTpeboBaTh Nnepesoaa...»);

MpunoxeHue |, pasnen 6 n 8: Bo Bcex kBanudukaTopax ¢ obs3aTenbHbIM hopmaTom
3Ha4YeHusl, B KOTOPOM yKa3aHO, YTO OHWN 3aBUCAT OT A3blka, OTHbIHE yKa3bIBAETCs, YTO
nepeeog TpebyeTca ans «MexayHapoaHbIx/HaUNOHanbHbIX/PernoHanbHbIX Npoueayp»;
AN 3TOro HY)XXHO A06aBNTL OPMYITMPOBKY «MEXAYHAPOAHLIEY;

MpunoxeHue |, pasgen 6 n 8: B Havane Kaxxgoro U3 pasgernioB ykasaTb, YTO aHrnmncKas
dopmynupoeka 'language dependent "free text™ nameHeHa cnegyowmm obpasom
'language-dependent free text' ans npuaaHus eguHoo6pasnsa TEKCTy cTaHaapTa;

MpunoxeHwue |, pasgen 6 n 8: N3aMeHNTb Ha3BaHMe BTOPOro ctonbdua Tabnuubl, 3ameHnB
cnoeo value («3HadeHne») cnoeom qualifer («kBanndukatop»), B pesynbrare 4yero
COOTBETCTBYIOLLEE Ha3BaHne OyaeT BuirnsaeTb Tak: «KBanudukatop cBo6o4HOro
TEKCTa, 3aBUCALLErO OT A3bIKay;

Mpunoxenwue Il: BkNtouMTb B onpeaeneHve Tuna gokymenTa (DTD) cneaytowee
3amMeyvaHve Ang pasbsCHEHUS TOro, Kakoe 3HaYeHne A0MKHO OblTb NpeacTaBneHo B
aTpubyTe «fileNamex»: By default this will be set to the value provided for the project
name in WIPO Sequence. If the value is identical to the actual ST.26 XML filename, it
should be noted that Offices may enforce their requirements for the filename used which
may restrict which characters are allowable for submitted electronic files. It is also
acceptable for the value of the filename attribute and the actual file name to be different.
Please refer to the WIPO Sequence and ST.26 Knowledge Base for further details on
Offices’ naming conventions for electronic files («lMo ymonyaHuto 310 3HayeHne byaet
COOTBETCTBOBATL 3Ha4YeHM0 Ha3BaHus npoekta B WIPO Sequence. Cnegyet OTMETUTD,
YTO, €CNK 3Ha4YEeHNEe MAEHTUYHO hakTudeckomy HasBaHuo danna XML ctaHgapTa
ST.26, BegomcTBa MOryT NpMMEHATb CBOU TpeboBaHMS K UCNONb3yeMOMY Ha3BaHUIO
danna, cornacHo KOTOPbIM MOryT BBOAUTLCS OFPaHUYEHNSI B OTHOLLEHMN JONYCTUMbIX
ONs NpeacTaBfeHHbIX ANEKTPOHHbIX hannoB cnmBonoB. Kpome Toro, gonyckatTcs
pasHble 3Ha4YeHus1 aTpubyTa «Ha3BaHve annay n akTM4eckoro Ha3saHusa canna.
,D,OI'IOJ'IHI/ITeJ'IbHaFI I/IH(*)OpMaLl,I/IFI O npasunax segomMmcTB Mo NpnMcBoeHnto NMeH
3NeKTPOHHbIM hbannam cogepxutcs B base 3Hanu no WIPO Sequence n ctaHgapTy
ST.26»);

Mpunoxenune VI, npumep 3(c)-1, Bonpoc 3: nCNpaBnTb TEPMUH «auMIMpOBaHME» Ha
«aueTunMpoBaHme;

Mpunoxenune VI, npumep 3(k)-2, Bonpoc 3: ncnpasutb ccbinky Ha SEQ ID NO. 12 B
TpeTbeM ab3aue cneayowmm obpasom: the feature key “misc_difference” with feature
location “10” should be used together with two “replace” qualifiers where the value for
one would be “gk” and the second would be “c” («...cnegyeT Ucnonb3oBaThb
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dyHKUMOHanNbHbIN KNtov «misc_difference» ¢ mectononoxeHnem «10» COBMECTHO C
AByMs kBanudukatopamu «replacey, roe 3HadeHne ang ogHoro 6yaeT «gk» 1 3HadeHue
ANs BTOPOro 6yAeT «C»»);

(m) Mpunoxenwne VI, npumep 7(b)-2: yaanutb Nnepeoe 13 ABYX N300paKEHWI;

(n)

(0)

(p)

(a)

(s)

(t)

(u)

v)

MpunoxeHue VI, npumep 7(b)-2, Bonpoc 3: 3aMeHNTb TEPMUH «MepekpecTHasi CBA3by
TEPMUHOM «pa3BeTBMEHHAs CTPYKTypay;

MpunoxeHune VI, npumep 28: ncnpasutb SEQ ID 46 ¢ Tem, 4TOObI 3TO 3HaYEHNE
COOTBETCTBOBAIIO OCTaTkaM, NoKa3aHHbLIM B COOTBETCTBYIOLLEN MocnenoBaTeNlbHOCTY B
OOMOSTHEHUM K NpunoxeHuto VI;

Mpunoxenune VI, npumep 7(b)-4 n 7(b)-5: ncnpasmtb SEQ ID NO. 89, SEQ ID NO.90 1
NO. 91 Ha SEQ ID NO. 90, SEQ ID NO. 91 1 SEQ ID NO. 92;

MpunoxeHune VI n gononHeHne K npunoxeHuto VI: o6aBuTb CEpUIo U3 TPEX HOBbIX
npumepos: npumep 94-2, npumep 30-2 n npumep 12-1. Hosble NpumMepbl B NONHOM BUAE
npuBedeHbl B Ka4ecTBe NPUMNoXKeHUs | K HacToAweMy JOKYMEHTY;

MpunoxeHue VI, cueHapui 4: 3aMeHNTb NEPBOE NPEeaNnoXeHne creayowmnmMm TEKCTOM:
For both nucleotide sequences and amino acid sequences, ST.26 has the mandatory
feature key "source" with two mandatory qualifiers («Kak ans HykneoTnaHbix
nocnegoBaTenbHOCTEN, Tak M ANA aMUHOKUCITOTHbBIX NOCneaoBaTeNbHOCTEN, CTaHaapT
ST.26 npegycmaTtpmBaeT 06s13aTeNbHbIN K4 XapakTepUCTUKM source ¢ ABYMS
ob6s3aTenbHbIMK KBanudukaTopamm»);

Annex VII, cueHapun 4: 3aMeHNUTb TEKCT nognucu k Tabnuue «HykneotngHole
nocrnegoBaTenbHOCTUY Ha criegytowmin: ST.26 - feature key 5.37 source; mandatory
qualifier 6.39 mol_type (see ST.26 paragraph 75)» (ST.26 — pyHKUMOHANbLHbLIN KoY
5.37 «source»; obasartenbHbir kBanudukatop 6.39 «mol_type» (cm. ST.26 nyHKT 75));

Mpunoxenue VI, cueHapuin 4: 3aMeHUTb TEKCT NOANUCK K Tabnuue « AMUHOKUCITOTHbIE
nocrnenoBaTensHOCTUY Ha criegytoLyto: ST.26 - feature key 7.30 source; mandatory
qualifier 8.1 mol_type (see ST.26 paragraph 75) (ST.26 — dpyHKUMOHanbHbIN KnioY 7.30
«sourcey; obazatenbHbI kBanudukaTop 8.1«mol_type» (cm. ST.26 nyHKT 75);

MpunoxeHue VII, cueHapuin 8: 06HOBUTE CTPOKY 18 npueogmmon Tabnuubl, fo6aBsuB B
4YeTBepTY KONMOHKY crneayowmmn TekctT: TATA_signal and (if <223> present):»
(TATA_signal u (ecnu ectb <223>):), a TakKe UCKINIOYUTbL U3 NPUMEYAHUA Criefyowmnn

TEKCT: «{-<223>present)» ((ecan-ecto<223>));

MpunoxeHue VII, cueHapuin 8: 3ameHUTb BTOPOE NpeanoXXeHne B CHOCKE CrieaytoLmm
TekcTtoMm: In such a case, in order to avoid addition of subject-matter that may lead to
partial loss of priority, it is recommended to include the more limited term "TATA_signal"
in a "note" qualifier as shown in the above table (item N° 18). If in rare cases the
Applicant considers that the use of the "TATA_box" value for the "regulatory_class"
qualifier is not appropriate, the value:"other" may be used instead of "TATA_box". In this
case, the term "TATA_signal" must be included in a "note" qualifier associated to the
‘requlatory” feature key («B Takom cny4dae Bo nsbexaHue ngobasneHns obbekTa
(npu3Haka), KoTopoe MOXET NPUBECTU K HAaCTUYHOW NoTepe NpuopuTeTa,
pekoMeHAyeTCs yka3biBaTb B KBanudukaTope "note" 6onee y3kum TepPMUH
"TATA_signal", kak nokasaHo B Tabnuue (rpada 18). Ecnu B pegkux cnyyasx 3assutenb
nonaraert, YTO Ncnonb3oBaHue 3HadeHnsa "TATA_box" anga ksanudukaTopa
"regulatory_class" HexenarterbHO, OH MOXET yKa3aTb BMECTO 3TOro 3Ha4eHue "other". B
aTOM crniyyae TepMmuH "TATA_signal" gomxeH ObITb yka3aH B KBanudukatope "note",
OTHOCALLEMCSH K PYHKLMOHANbHOMY KoYy “regulatory’»);
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(w) OJononHeHune Kk npunoxeHuto VI: niobble COOTBETCTBYIOLINE N3MEHEHMUS, HEOOXOANUMbIE B
cBsi3n ¢ obHoBNeHnem npunoxexust VI. lononHeHne k npunoxenuto VI npuBoauTcs B
npunoxeHun Il K HacToALLEMY JOKYMEHTY.

PYKOBOOAWME NMPUHLNIMbBbI OBHOBJIEHNA BEPCUW CTAHOAPTA ST.26

9. Kak yka3aHo Bbilwe, Ha gesdaton ceccumn KCB MexayHapogHoe 61opo 0TMEeTUI0
03ab04YEHHOCTbL OTHOCUTESNBLHO perynsipHbix 06HoBneHnn ctangapta BONC ST.26 n nx
NOTEHLMANbHOro BNNAHMSA (CM. NYHKT 4 HACTOSALLEro JOKyMeHTa).

10. Cnepnyet oTMeTUTb, 4YTO cTaHgapT BOUC ST.26 6yaeT o6HOBNATLCA HE Yalle 04HOro
pa3sa B rog no mepe Heobxoanmoctn n ¢ ogobpexnst KCB. B npegnaraemyto nepecMoTpeHHyo
pedakumio, npeacTaeneHHyo Ha gecsaton ceccum KCB, Gbinn BHECEHbI Kak peAakUMOHHbIE, Tak
n cybcTaHTMBHbIE Nonpaekn. PegakuMoHHbIE N3MEHEHUSI B OCHOBHOM TEKCTE HE LOKHbI
oKasaTb BMMsiHMS Ha nonb3oBartenen, Bknovast BUC. CyGcTaHTMBHbIE MUBMEHEHMS B
npunoxeHusx VI n VIl Takke He gormkHbel noenuaTbe Ha BUC v nonb3osaTenen.

11. B 6yaywwmx Bepcusix ctangapta BOMC ST.26 MexayHapogHoe Giopo OyaeT ykasbiBaTb
COOTBETCTBYOLLMI HOMEP Bepcuu, X.Y, 4To OyaeT nHpopmMmpoBaTb Norb3oBaTenen craHaapTa
0 TOM, SIBNSIeTCH N1 AaHHasa Bepcust obpaTtHO COBMECTUMOW € npeablaywen. HeaHaumTenbHble
obHoBneHust ctaHgapTa BONC ST.26 6yayT o603Ha4aTbCs yBENUYEHNEM TONBKO BTOPON
umdpbl («Y»), Takne Bepcumn 6yayT cumTaTbCcs 06paTHO COBMECTUMbLIMU. KpynHble 06HOBNEHMS,
o603Ha4vYaemble yBenMyYeHnemMm nepBom umdpbl («X»), BEpOSTHO, OyayT okasbiBaTb BAUSIHUE HA
NT-cuctembl n moryt notpeboBaTb UX NnepeHacTponkn. Homep Bepcun onpeaenenuns Tuna
pokymeHTa (DTD) moxeT oTnnyaTbCcsl OT HOMepa BEPCMM OCHOBHOIO TEKCTa CTaHZapTa u
OPYrnX MpUNOXeHUN.

12. [MockonbKy B HOBOW BEPCUMN HUKAKMX M3MEHEHMWI K ONpPeaeneHunio Tuna 4OKyMeHTa
ctaHgapTta BONC ST.26 npeanoxeHo He ObIo, 3a UCKoYeHMeM J00aBNeHUs 3aMeYaHus, n
N3MeHeHus, NpeanaraemMble K OCHOBHOMY TEKCTY U NPUNOXEHUAM CTaH4apTa, HOCAT B
OCHOBHOM peAaKUMNOHHbIN XapaKTep Unu npeaHasHavyeHbl AN pa3bsACHEHWS, HOMEpP BEPCUM
DTD B gaHHOM criyqae octaHeTcst npexHum — 1.3, a Homep Bepcum camoro ctaHgapTa byget
obHoBreH go Bepcun 1.6.

13. Ecnu npeanaraemas Bepcus 6yaet ogobpeHa KCB, MexayHapogHoe 6topo, B
COTpyAHU4YecTBe C LleneBon rpynnon no nepeyHsmM nocrenoBaTenbHOCTEN BKIHOYNT
yTBEpXaeHHoe coaepxaHue B ctaHaapT BONC ST.26 n onybnukyeTt ero B 2022 roay.

14. KCB npednazaemcs:

(@) npuHaMb K
ceedeHU UHGopMayuro,
colepkawiytocsi 8 HaCmMosweM
OOKyMeHme U rpusioXeHusix K
Hemy; u

(b) paccmompems u
ymeepdums ripednazaembie
u3meHeHusi K cmaHOapmy BOUC
ST. 26, komopble U3I0XEeHbI 8
nyHkmax 7 u 8 ebiwe u
npunoxerusix | u Il k
Hacmosiuemy OOKyMeHmy.
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[MpunoxeHue | (npegnaraembie HOBbIE
npumepbl 4ngd npunoxenuns VI)
cnenyeT]
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PROPOSED NEW EXAMPLES FOR ANNEX VI OF STANDARD ST.26

Paragraph 94 — Variant sequence disclosed as a single sequence with enumerated alternative
residues

Example 94-2 — Representation of single sequence with enumerated alternative amino
acids that may be modified amino acids

A patent application describes the following polypeptide:
Leu-Glu-Tyr-Cys-Leu-Lys-Arg-Trp-Xaa-Glu-Thr-lle-Ser-His-Cys-Ala-Trp
where Xaa can be lle, Ala, Phe, Tyr, alle, Melle, or Nle.

Question 1. Does ST.26 require inclusion of the sequence(s)?

YES

The enumerated peptide provides 16 specifically defined amino acids. Therefore, the
sequence must be included in a sequence listing as required by ST.26 paragraph (7)(b).

Question 3: How should the sequence(s) be represented in the sequence listing?

The most restrictive ambiguity symbol that can encompass “lle, Ala, Phe, Tyr, alle,
Melle, or Nle” is “X”. Therefore, the sequence must be included in a sequence listing as:

LEYCLKRWXETISHCAW (SEQ ID NO: xx)

ST.26 paragraph 30 requires that “[a] modified amino acid must be further described in
the feature table”. However, paragraph 30 does not require any specific feature key be
used to describe modified amino acids. While paragraph 30 describes the use of feature
keys “CARBOHYD”, “LIPID”, “MOD_RES”, and “SITE”, these feature keys are more
appropriate for scenarios where the modified amino acid is not within a list of alternatives
for a specific location. In this example, the feature key “VARIANT” satisfies the
requirement of paragraph 30 since it allows for the inclusion of all of the alternatives for
the variant site. So, the feature key “VARIANT” with the qualifier “note” “lle, Ala, Phe,
Tyr, alle, Melle, or Nle” as a qualifier value should be used to describe the variant site at
position 9. The use of a second feature key such as “SITE” with a qualifier “note” may
be used to further identify the modified amino acids found at position 9.

Relevant ST.26 paragraph(s): 3(a), 7(b), 27, 30, 94, 96, and Annex |, Section 4, Table 4
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Paragraph 30 — Annotation of a modified amino acid
Example 30-2 — Post-translationally modified amino acids

A patent application describes the following polypeptide:

Leu-Glu-Tyr-Cys-Leu-Lys-Arg-Trp-Glu-Thr-lle-Ser-His

wherein the Arg at position 7 may be post-translationally deiminated to citrulline.
Question 1: Does ST.26 require inclusion of the sequence(s)?

YES

The enumerated peptide provides 13 specifically defined amino acids. Therefore, the
sequence must be included in a sequence listing as required by ST.26 paragraph (7)(b).

Question 3: How should the sequence(s) be represented in the sequence listing?

According to ST.26 paragraph 29, a modified amino acid should be represented in the
sequence as the corresponding unmodified amino acid whenever possible.

Therefore, the sequence should be included in a sequence listing as:
LEYCLKRWETISH (SEQ ID NO: xx)
where the symbol “R” is used to represent the arginine at position 7.

A further description indicating that the arginine at position 7 may be modified to citrulline
is required. The modification of arginine to citrulline is a post-translational modification.
Therefore, the feature key “MOD_RES” should be used together with the mandatory
qualifier “note” to indicate that the arginine may be deiminated to form citrulline. The
location descriptor in the feature location element is the residue position number of the
modified arginine.

Relevant ST.26 paragraph(s): 3(a), 7(b), 30, and Annex |, Section 7, Feature Key 7.18
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Paragraph 12 — Circular nucleotide sequence

Example 12-1: Circular nucleotide sequence

I

atggataatgaagaagttaacgaagaatgtatgagattatttttcaagaacgctegtgcgoatctggataaacatctaacatcaaggttgacatgegatyg

A patent application contains the following figure, disclosing the DNA sequence of
plasmid pCIRC1.:

ccaatg

-]

pieeet

pCIRC1

roorilbiearerebereorvreebiliioviobeberboqoiaibbeioeioqeeeohodeorieebbirbbioo1i1obiebeocaiboreoaeavaivobieeere

Question 1. Does ST.26 require inclusion of the sequence(s)?

YES

The enumerated nucleotide sequence has more than 10 specifically defined nucleotides.
Therefore, the sequence must be included in a sequence listing as required by ST.26
paragraph (7)(a).

Question 3: How should the sequence(s) be represented in the sequence listing?

According to ST.26 paragraph 12, when nucleotide sequences are circular in
configuration, the applicant must choose the nucleotide in residue position number 1.
For the purposes of this example, the “a” residue identified by the arrow in the figure will
be used as position 1. However, any residue may be chosen as position 1. With the
residue indicated by the arrow as position 1, the sequence should be included in a
sequence listing as:

atggataatgaagaagttaacgaagaatgtatgagattatttttcaagaacgctcgtgcgcatctggat
aaacatctaacatcaaggttgacatgcgatgaaaatgaaaatgcatatatcacgttcagatgcttcctg
gatggaatacatcgcaaatctactaggtttctcgaagagctacttttgaaacaagaaaatatgtaccac
caatg (SEQ ID NO: xx)

The sequence should be further described using feature key “misc_feature” with a
location of “212*1”, which indicates that the last residue in the sequence, position 212, is
linked to residue 1. A “note” qualifier must be included with a value indicating that the
molecule is circular.

Relevant ST.26 paragraphs: 7(a), 12, and Annex |, Section 5, Feature Key 5.15

[MpynoxeHwe Il (qgononHeHue k npunoxexuto VI) cneayeT]



