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<SequenceData sequencelDNumber="17">
- <INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
- <INSDSeq_feature-table>
- <INSDFeature>
<INSDFeature_key>SOURCE</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
- <INSDFeature quals>
- <INSDQualifier>
<INSDQualifier name>0ORGANISM</INSDQualifier _name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
- <INSDQualifier:
<INSDQualifier_name>MOL_TYPE</INSDQualifier_name>
<INSDQualifier _value>protein</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
- <INSDFeature>
<INSDFeature key>VARIANT</INSDFeature_key>
<INSDFeature_location>1</INSDFeature location>
- <INSDFeature quals>
- <INSDQualifier:>
<INSDQualifier_name>NOTE</INSDQualifier_name>

<INSDQualifier value>X can be any amino acid</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XYEKGIL</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
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5.31. Feature Key regulatory
Definition any region of a sequence that functions in the regulation of transcription,

ation, replication or chromatin structure;

Mandatory qualifiers regulatory_class

allele
bound_moiety
function

gene
gene_synonym
map

note

operocn
phenotype
pseudo
pseudogene
standard_name

“source”/*SOURCE” & & 0| = 23X} “mol_type”/“MOL_TYPE” 5
“organism”/“ORGANISM”7} Z=0|LC},
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3.4, Feature Key D-1oop
Definition displacement loop; a region within mitochondrial DNA in which a short stretch of

RNA is paired with one strand of DNA, displacing the original partner DNA strand in
this region; also used to describe the displacement of a region of one strand of
duplex DNA by a single stranded invader in the reaction catalyzed by RecA protein

Optional qualifiers allele
gene
gene_synonym
map
note

Molecule scope
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<IN5DFeature:-
<INSDFeature_ key»rmodified base</INSDFeature key:
<INSDFeature_ location»15</INSDFeature location:
<INSDFeature gquals:>
<INSDQualifiers>
<INSDQualifier name>mod base«</INSDQualifier name:>
<INSDQualifier_walue>i</INSDQualifier_value:
</INSDQualifiers
</INSDFeature_quals>
</INSDFeature:
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<INS5DFeature>
<INSDFeature key>modified base</INSDFeature key>
<INSDFeature location»>22</INSDFeature location>
<INSDFeature _gquals:>
<INSDQualifiers>
<INSDQualifier name>mod base</INSDQualifier name:
<INSDQualifier wvalue>OTHER</INSDQualifier walueX
< /INSDQualifiers
<INSDQualifier>
<INSDQualifier name:note</INSDQualifier name:>
<INSDQualifier wvalue»xanthine</INSDQualifier value:

< /INSDQualifiers>
</INSDFeature gquals:
"THE2 251,48 2, 7 20] LEER[0] JAX| H2O; kA, 4
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FE2HEE MYE: “modified_base” §& 7|

"modified_base"= ot £ 7| 22| E 2FoI= O AHEE = QUL

<IN5DFeature:
<INSDFeature key>modified base</INSDFeature key>
<INSDFeature location>11</INSDFeature location:
<INSDFeature_quals:>
<INSDQualifiers
<INSDQualifier name>mod_base</INSDQualifier name:
<INSDQualifier walue>0THER</INSDQualifier value>
</INSDQualifier:
<INSDQualifier:
<INSDQualifier name>note</INSDQualifier name:
<INSDQualifier walue>abasic site</INSDQualifier value>
< SINSDQualifier:
</INSDFeature_gquals:
</INSDFeature:
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5 x| 7| Ol
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SAf
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® O|-SEQIDNO:1& 22 O|EZC 2|0 RMAIEEEQ AT M| CHHO|C}
(8™ ZE E"3-a2 O|EZC 2|0 A EM:

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

21X 30 LHX| 320{|A{2Q| 2=
= A A|AHQIZ 213

m O|2{et MBS J=tolA LIEFL 7| ?/3l cDS S0 o{Hot §27) Z 2tk
OfOF ot=7}?

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION



17

0f - SEQIDNO:12 &2 O|EZC2|of SMAIZEE Q| I MYo| ctmHo|L}
(8™ ZE E"3-a2 O|EZC 2|0 A EM:

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

« ME2 Lt €2 M8 S=0| 2AE L

tggataatga agaagttaac gaagaatgta tgagattatt tttcaagaac gctcgtcatc taacatcaag gttgacataa
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...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8

.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *
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(8™ ZE E"3-a2 O|EZC 2|0 A EM:

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *
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(RH AE

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa

E
=

N,
o

4

a8

.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

- "CDS"E% 7|

. EXI 9K <1..80

.« o "3"S = “codon_start” oHE
e 44"3"2 L= “transl_table” oHY
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(8™ ZE E"3-a2 O|EZC 2|0 A EM:

...tg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt tic aag aac gct cgt cat cta aca tca agg ttg aca taa e
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

. EX o%|- <1.80 “trans|_except” SFd A= Of
— N O it 2= Al AH Q1O

+ % "3"= A+ “codon_start” SHH A} 42 740|C}

o X "3"2 L= “transl_table” oHI X

J /

% “(pos:30..32,aa:Sec)’= W= “trans|_except” SHI At
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0 -SEQIDNO:12 22 D|EZEC|Of g A ZFE Q| 2 A Eof THAHO|L}
($M RE B "3-B 2 0|2 2|0 ALY

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

- 53 #4&l: <1..80 MX| BEL HA SHY KO
« %f"3"2 %= “codon_start” SHI X} MAI=IA] =

¢ 44 "3"S L= “trans|_table” SHI X}

« %L “(pos:30..32,aa:Sec)’=2 4= “transl_except” SHI X}

. UE L= "HY" Y A} DNEEVNEECURLFFKNARHTTSRLT "
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0f - SEQIDNO:12 &2 O|EZC2|of SMAIZEE Q| I MYo| ctmHo|L}
(8™ ZE E"3-a2 O|EZC 2|0 A EM:

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

- 54 %X: <1..80
+ Zt"3"2 ZE “codon_start’ SHE A}
e Z4"3"S A= “transl_table” $HI Xt

% “(pos:30..32,aa:Sec)’= W= “trans|_except” SHI At
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(8™ ZE E"3-a2 O|EZC 2|0 A EM:

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

- 54 flX[: <1..80

e %4"3"2 A= “codon_start” 2HI A}

e Z4"3"S A= “transl_table” $HI Xt

% “(pos:30..32,aa:Sec)"= W= “trans|_except” SHI A

« ¢! “DNEEVNEECURLFFKNARHTTSRLT & Z= "H " St X}

. WIS QB HE O CHUT A Y
HolE

=l CHEREO| SEQ ID 2 & 4= “protein_id” SHI A}



'CDS" S §IK|E Ao Boi
of "2 QK| ALRLS AFBE 4 SULt

HE(RIK1,21%[2)

"CDS" S8 ?lX[= SE0| #/X| 2FA0]| 2fsf X|'g=l MEof| SEH IHE
0 RIKIEl= AS LIEI 7| ?[of "2 2t ALXE AES = UL

H 2HRIR)

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

25



26

— ==
I

00 o

SITE

Kl

1]

vl
|4
71_

-l

il
oo T

REGION

BINDING

Ct

MO A <

Ct

UNSURE

INTELLECTUAL PROPERTY
ORGANIZATION

WIPO
WORLD



o —
O] e A M BB Sl OfO| e Al
"HAE OO =42 T2 M el &2[9| OrO| = 4FO| Lt
L- 2t L-OrE7| m L-OtAmIt2}7| L-OfAIIZ E A
L-AAHQ L-=FE2 L-=2 FEHt L-=2| Al
L-S|AE[EH L-O| AFA L-ZA 2|4l
L-HE[2 L g2egdatd L-=FE L-I| =24
L- A 2 - e AAH QD L-EY L-E 2 o
L-E| 24 -l

(ST.26, pgh. 3(e))

"HYE OO A2 V7t M{OtCt Cf S 5t= © damm_omwfmvn
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A|Z|O{OF BFLt. (ST.26, pgh. 29).
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Lys-Asn-Val-Leu

Gly-Ser-N-acetylAla-Ser-Asp-Va
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oIX| MRS A

ST.262 K| %

Ct:
Location descriptor Syntax Description
type

Single residue number .4 Points to a single residue in the sequence.

Residue numbers oWy Points to a continuous range of residues bounded by and

delimitating a sequence including the starting and ending residues.

span

Residues before the first | <x Points to a region including a specified residue or span of

or beyond the last >X residues and extending beyond a specified residue. The '<' and

specified residue number | <x..Yy '>' symbols may be used with a single residue or the starting
Xe.2y and ending residue numbers of a span of residues to indicate
<X..>Y | that a feature extends beyond the specified residue number.

WIPO #F ST.26, £/5/66(a) WIPO
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HE A 70 ot 2[X| 234t

Location Example Description
4¢7 Points to residue 467 in the sequence.
340..565 Points to a continuous range of residues bounded by and including

residues 340 and 565.

<1 Points to a feature location before the first residue.

<345..500 Indicates that the exact lower boundary point of a feature is unknown.
The location begins at some residue previous to 345 and continues to
and includes residue 500.

<1..888 Indicates that the feature starts before the first sequenced residue and
continues to and includes residue 888.

1l..-3888 Indicates that the feature starts at the first sequenced residue and
continues beyond residue 888.

<1l..>888 Indicates that the feature starts before the first sequenced residue and
continues beyond residue 888.

WIPO ZZ ST.26, £/5/70(a) WIPO
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Location descriptor type

Syntax

Description

A site between two
adjoining nucleotides

XMy

Points to a site between two adjoining nucleotides, e.g.,
endonucleolytic cleavage site. The position numbers for the
adjacent nucleotides are separated by a carat (*). The permitted
formats for this descriptor are x*x+1 (for example 55*56), or, for
circular nucleotides, x*1, where “x” is the full length of the
molecule, i.e. 1000"1 for circular molecule with length 1000.

WIPO #ZF ST.26, £/2/66(b)

WIPO
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Location example Description
1237124 Points to a site between residues 123 and 124.
ge7"1 In a circular molecule with 867 residues, points to a site between
the residue indicated as position 1 and the residue indicated as
position 867

WIPO #ZZ ST. 26, £/2/70(b)

WIPO
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Location descriptor type | Syntax Description

Residue numbers joined X..¥Y Points to amino acids joined by an intrachain linkage when used

by an intrachain cross-link with a feature that indicates an intrachain cross-link, such as
“CROSSLNK” or “DISULFID”.

WIPO Z = ST.26, £/2/66(c)

WIPO
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<SequenceData sequenceIDNumber="4">
<INSD5eq>
<INSDSeq_length»81</INSDSeq_length:
<INsDSeq_moltype»AA</INSDSeq_moltypes
<INSDSeq_division»PAT</INSDSeq _division>
<INSDSeq_feature-table:
<INSDFeatures>
<INSDFeature_key>SOURCE</INSDFeature_key>
<INSDFeature_location»1..81</INSDFeature_location:
<INSDFeature_gquals:>
<INSDQualifier>
<INSDQualifier name>MOL_TYPE</INSDQualifier_name:
<INSDQualifier valuerprotein</INSDQualifier_value:>
</INSDQualifier:
<INSDQualifier id="q25">
<INSDQualifier name>ORGANISM</INSDQualifier_name:
<INSDQualifier wvaluersynthetic construct</INSDQualifier walue:>
</INSDQualifiers
</INSDFeature_quals>
«/INSDFeatures>
<INSDFeatures>
<INSDFeature_key>DISULFID</INSDFeature_key:
<INSDFeature_location»3@..5@</INSDFeature_location:>
<INSDFeature_gquals>
<INSDQualifier id="q22">»
<INSDQualifier name>MOTE</INSDQualifier_name:>
<INSDQualifier valuerdisulfide bond</INSDQualifier value:
</INSDQualifiers
</INSDFeature_quals>
«/INSDFeatures>
</INSDSeq_feature-table>
<INSDSeq_sequence>QKKMIQFFKITHRYYYDIIEHLCAKYDMNSVISNALFAKLNLMOYTDGLS THEKITILNTSNPLTFSIVISLQRCVINLGST </ INSDSeq_sequences
</INSDSeq>
</SequenceData>
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Location syntax

Location description

join(location, location, ..., location)

The indicated locations are joined (placed end-to-
end) to form one contiguous sequence.

order (location, location, ..., location)

The elements are found in the specified order but
nothing is implied about whether joining those
elements is reasonable.

complement (location)

Indicates that the feature is located on the strand
complementary to the sequence span specified
by the location descriptor, when read in the 5’ to
3’ direction or in the direction that mimics the 5’ to
3’ direction.

WIPO Z= ST.26, £/Ef67
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Location example

Description

join(l2..78,134..202)

Indicates that regions 12 to 78 and 134 to 202 should be joined to
form one contiguous sequence.

order(15..228,341..502)

Indicates that regions 15 to 228 and 341 to 502 are present in the
specified order

complement (34..126)

Starts at the nucleotide complementary to 126 and finishes at the
nucleotide complementary to nucleotide 34 (the feature is on the
strand complementary to the presented strand).

complement (join(2691..4571,

4918..5163))

Joins nucleotides 2691 to 4571 and 4918 to 5163, then
complements the joined segments (the feature is on the strand
complementary to the presented strand).

joln(complement (4918..5163),

complement (2691..4571))

Complements regions 4918 to 5163 and 2691 to 4571, then joins
the complemented segments (the feature is on the strand
complementary to the presented strand).

WIPO & ST. 26, £/2/70(b)

WIPO
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<INSDQualifier>

<INSDQualifier name>transl_table</INSDQualifier name>
<INSDQualifier_value>12</INSDQualifier value>
</INSDQualifier>

WIPO
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<INSDQualifier>
<INSDQualifier name>transl_table</INSDQualifier name>
<INSDQualifier_value>12</INSDQualifier value>
</INSDQualifier>

212to| £ 7| A7| EXO| S 8E|E VX 222 Y Ho|Ch YR
S 7| T4 SHAE ZECt

WIPO
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<INSDQualifier>
<INSDQualifier name>transl_table</INSDQualifier name>
<INSDQualifier_value>12</INSDQualifier value>
</INSDQualifier>

212to| £ 7| A7| EXO| S 8E|E VX 222 Y Ho|Ch YR
S 7| T4 SHAE ZECt

0

EX 7| U O|E2 58L& PHYXHE ST.26, & 1, MM 5 (REYREIE
7 (Oha[=th M E)Off @A ALY,

WIPO
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5.12. Feature Key misc_binding

Definition site in nucleic acid which covalently or non-covalently binds another moiety that
cannot be described by any other binding key (primer_bind or protein_bind)

Mandatory qualifiers bound_moiety

Optional qualifiers allele
function
gene
gene_synonym
map
note

Comment note that the regulatory feature key and regulatory_class qualifier with the value
“ribosome_binding_site” must be used for describing ribosome binding sites

(ST.26, F&|, 4175.12) WIPO
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<INSDQualifier:>
<INSDQualifier name>transl_table</INSDQualifier name>
<INSDQualifier value>12</INSDQualifier value>
</INSDQualifier>

22t EX 7| AV EXNO| S EL = oHEHA 52 7HE Ao|C €7
EX 7| o™X E A=

=72 7| 8 0| &Z2| 5| &%|= ot At= ST.26, $ |, MM 5 (2 LEIE
Ag) 3 MM 7 oF0| =4k A E)Of| LEE RO QUL

| 2LE[E A e) 3 MM g (Ofﬂli* F A )01| O“7i5|01 f

WIPO
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6.3. Qualifier bound_moiety
Definition name of the molecule/complex that may bind to the given feature
Mandatory value format free text
Language-dependent: this value may require translation for National/Regional
procedures
Example <INSDQualifier_value>GAL4</INSDQualifier_value>
Comment A single bound_moiety qualifier is permitted on the "misc_binding"”, "oriT" and
"protein_bind" features.
6.22. Qualifier gene

Definition

Mandatory value format

Example

Comment

symbol of the gene corresponding to a sequence region
free text
<INSDQualifier_value>ilvE</INSDQualifier_value>

Use gene qualifier to provide the gene symbol; use standard_name qualifier to
provide the full gene name.

(ST.26, #=1, 4176.3 £6.22) ngl;g
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6.9.

Qualifier

Definition

Mandatory value format

Example

codon_start

indicates the offset at which the first complete codon of a coding feature can be

found, relative to the first base of that feature.

lor 2 or 3

<INSDQualifier_value>2</INSDQualifier_value>

WIPO
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6.60. Qqualifier rpt_type

Definition

Mandatory value format

Example

Comment

structure and distribution of repeated sequence

one of the following controlled vocabulary terms or phrases:
tandem

direct

inverted

flanking

nested

terminal

dispersed

long_terminal_repeat
non_Tltr_retrotransposon_polymeric_tract
centromeric_repeat

telomeric_repeat
x_element_combinatorial_repeat
y_prime_element

other

<INSDQualifier_value>inverted</INSDQualifier_value>
<INSDQualifier_value>long_terminal_repeat</INSDQualifier_value>

Definitions of the values:

tandem - a repeat that exists adjacent to another in the same orientation;

direct - a repeat that exists not always adjacent but is in the same orientation;

inverted - a repeat pair occurring in reverse orientation to one another on the
same molecule;

UNGANIZATIUN
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QUALIFIERS

Qualifier Name *

rpt_type

SEQUENCE

Aol 4%, w IPO A1 o p|g| MY =
=

Qualifier Value

tandem

direct

inverted

flanking

nested

terminal

long_terminal_repeat
non_ltr_retrotransposon_polymeric_tract
centromeric_repeat
telomeric_repeat
x_element_combinatorial_repeat
v_prime_element

other

WIPO
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"(pos:<location>, aa:<amino_acid>, seq:<text>)"

56

6.2. Qualifier

Definition

Mandatory value format

Example

anticodon

location of the anticodon of tRNA and the amino acid for which it codes

(pos:<location>,aa:<amino_acid>,seq:<text>) where <location> is the position of the
anticodon and <amino_acid> is the three letter abbreviation for the amino acid
encoded and <text> is the sequence of the anticodon

<INSDQualifier_value>(pos:34..36,aa:Phe,seq:aaa)</INSDQualifier_value>
<INSDQualifier_value>(pos:join(5,495..496),aa:Leu,seq:taa)</INsDQualifier_value>

<INSDQualifier_values>(pos:complement(4156..4158),aa:Glu,seq:ttg)</INSDQualifier_val
ue>

WIPO
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6.79. Qualifier translation

Definition one-letter abbreviated amino acid sequence derived from either the standard (or
universal) genetic code or the table as specified in a transl_table qualifier and
as determined by an exception in the transl_except qualifier

Mandatory value format contiguous string of one-letter amino acid abbreviations from Section 3 of this
Annex, "X" is to be used for AA exceptions.

Example <INSDQualifier_value>MASTFPPWYRGCASTPSLKGLIMCTW</INSDQualifier_value>

Comment to be used with ¢DS feature only; must be accompanied by protein_id qualifier when
the translation product contains four or more specifically defined amino acids; see
trans1_table for definition and location of genetic code Tables; only one of the
qualifiers translation, pseudo and pseudogene are permitted to further annotate a
CDs feature.

WORLD
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57.

Qualifier

Definition

Mandatory value format

Example

replace

indicates that the sequence identified in a feature’s Tlocation is replaced by the
sequence shown in the qualifier’s value; if no sequence (i.e., no value) is
contained within the qualifier, this indicates a deletion

free text

<INSDQualifier_value>a</INSDQualifier_value>

<INSDQualifier_value></INSDQualifier_value> - for a deletion

WIPO
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.57. Qualifier replace

Definition indicates that the sequence identified in a feature’s Tlocation is replaced by the
sequence shown in the qualifier’s value; if no sequence (i.e., no value) is
contained within the qualifier, this indicates a deletion

Mandatory value format free text

Example _<INSDoualjfier value>a</INSDOualifier value>

<INSDQualifier_value></INSDQualifier_value> - for a deletion
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“environmental_sample”  “germline” “‘macronuclear”  “proviral’
6.51. Qualifier proviral
Definition this qualifier is used to flag sequence obtained from a virus or phage that is

integrated into the genome of another organism

@at )

WIPO ME2 410 Sl= P30 Tt gkl =71 51 8oHA| && Aot

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

60



ST.26, Tl 3(n)2 "Atw HIAE S . E& FEAL0f Lfst gt §4/9/ 78
OoF FootH, O/ ZF 2 E 772 L= LIE XNEE G4 (2F10] #
AIEN S SEf= AAE L

Ot

o
A HAE

HFEAE 452 1000At = X SHEICE (ST.26, pgh. 86)

-

" o " (e} o re) O n = !
XHS HAE" 7t HAIS 2 SHRLO| MEAIL 1 0/0) S5

"Q10] L " HAE= =7 XF E= =AM 2XAH0)| Ciet 9 S 28

—

o
2 gt 4= QICt" ST.26, EHEl 3(0)

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

61



62

H A E?”
-] ——

o
TT

_ X}

Helx|el o

= as
o

N RulY

ST.26, = |,
T 2E]|

L=
—

B

100

10]

cell_type

Qualifier

.5.

cell type from which the sequence was obtained

Definition

this value may require translation for National/Regio

anguage-dependent:

free text
procedures

Mandatory value format

<INSDQualifier_value>Teukocyte</INSDQualifier_value>

Example

INTELLECTUAL PROPERTY
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6.20. Qualifier frequency
Definition frequency of the occurrence of a feature
Mandatory value format free text representing the proportion of a population carrying the feature
expressed as a fraction
Example <INSDQualifier_value>23/108</INSDQualifier_value>
<INSDQualifier_value>1 in 12</INSDQualifier_value>
<INSDQualifier_value>0.85</INSDQualifier_value>
6.21. Qualifier function

Definition

Mandatory value format

Example

Comment

function attributed to a sequence

free text
uage-dependent: this value may require translation for National/Region
procedures

<INSDQualifier_value>essential Tor recognition oT cofactor </INSDQualifier_value>

The function qualifier is used when the gene name and/or product name do not convey

the function attributable to a sequence.

WIPO
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<SequenceData sequencelDNumber="2">»
<INSDSeq>
<INSDSeq_length>29</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeqg_division>PAT</INSDSeq_division:>»
<INSDSeq feature-table>
<INSDFeature=>
<INSDFeature_key>SOURCE</INSDFeature_key>
<INSDFeature_location>1..29</INSDFeature_location>
<INSDFeature quals>
<INSDQualifier>
<INSDQualifier_name>0RGANISM</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
< /INSDQualifier>
- <INSDQualifier>
<INSDQualifier_name>MOL_TYPE</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier value>
< /INSDQualifier>
- <INSDQualifier id="q1">
<INSDQualifier name>NOTE</INSDQualifier name>
<INSDQualifier value>Synthetic peptide antigen fragment</INSDQualifier value>
<NonEnglishQualifier _value>Synthetisches Peptidantigenfragment</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSLSDVRKDVEKRIDKALEAFKNKMDKEK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>

<SequenceData sequencelDNumber="3">
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¢5T265equencelisting dtdVersion="V1 3" fileName="st26-annex-iii-sequence-listing-specimen.xml” softwareName="WIPO
Sequence” softwareVersion="1.8" productionDate="2822-81-81" originalFresTextlanguageCode="de"
nenEnglishFreeTextLanguageCode="de" >
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3. NonEnglishQualifier_value % INSDQualifier value = 257} tt e' SIPSPN,
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87(c)).
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INSDQualifier “id” &4 — £ 017}7

ST.26 87(d)y=" 20/ &= & A9/ &-2, INSDQualifier 224 = ATEX
MHDEEEE,/% = gLt O/E/O/ =40 g2 "q" &4/0/0/0F 0/071 7ol &
o Z+, g E ,EI:O/ 'q23" 0/ Z/0/Of 8, & /L/O/INSDQuaIifierEAO//_Z#(?/
OF 810, =, 2K ZH2 A Z 2.2 mf Qo)A 8t H8F AL E/0fof stop 1]
N

<INSDQualifier/id="g2"
<INSDQualifier_namepnote</INSDQualifier_name>
<INSDQualifi sllie>common name: tomato</INSDQualifier wvalue>
<NonEnglishQualifier wvalue:gemeinsamen MNamen: Tomate</MonEnglishQualifier value:
< /INSDQualifiers>

WIPO
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“originalFreeTextLanguageCode” &

Sequence” softwareVersion="1.8" productionDate="2022-81-01" originalFreeTextlanguageCode="de"

<5T265equencelisting dtdVersion="V1_3" fileMame="st26-annex-iii-sequence-listing-specimen.xml” socftwareName="WIPO
nonEnglishFreeTextlanguageCode="de">
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ORGANIZATION



= A re)
—/ 1 é)l-%l-

DNAOG| A1 DNA/RNA
E BEXA REtE

RNAO| Al E| I

o}0
54

|22

WWWWW
TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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E A Al
=T o
2|0FRIE: REtA | "y" 7| = ST.26 0| Al S| | K| L=C}
DNAO| M, "t"= E|2I0|C}
RNAOI A, "t"= S2F4A 0|t
e & A AlLE| 2

1. LetA AV E 2= DNA &4 EE= E| 3
2. DNA/RNA S10|E 2| E &X}

JOl'

A7 & ZH= RNA EX}:

WIPO
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MS0| QajAl $ Q7| S 2= DNA B2 Ei E|7l 8 Q7| S 2= RNA 22
e A o vHEE 23 QE 2 M)

DNA RNA

ST.26 et 148 8-

"14. 7/2 "t"=DNAOJA] E/B] I RNA OfJA] L2214 = e & Z10/Lf. DNAS/ RLf
& EEE=RNAY E/FIE HEE mE0RE/E = 7FFE/0H EFEF190) O/of A& &/
Hiof 22 E& #HOf F7f= ZFE/0/OF 2FL)

WIPO

WORLD
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= A re)
E M
NA & RNA A E

= =32 CHS2l RNA ME 2 7 A|SHC

i

5'-cgucccacgugtccgaggua-3'

9IX| 120] "E|RI"S A MBCE O] RH7|E HIYE LS QEEE =M
cHO}OF SHLF.

ST.26 £H2H 19 =DNAS/ L2214 EEERNAS E/B1L BiglE 252 E/ =
=Z IFE/H A GO v E £ SHAE/O/OF 6f 4, £ & 7] “modified_base”, &F
FAf AL ZA “OTHER” £ 2= & A “mod_base” & SFHE A} /O Z A"
Rofah EEE=EjfR 2 2i2f = SHE AR B A& oFY EE # 0] =7F
= HGL/0/0f pFLf 1 FA[SHS,

WIPO
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AbS}

EA
| ] OO

D

NA & RNA A E

= =32 CHS2l RNA ME 2 7 A|SHC

i

5'-cgucccacgugtccgaggua-3'

9I%| 120] "E|2I"g A DBICE O] F7|E WHE FRYE|ER FAE
<fO}OF B},

ST.26 £t 19 =DNAS/ L2f4A/ ELERNAS E/BIL2 HEE FE5LE/E
Z eI v of 22 AL E HP1E/O/OF of 1, £ 7/ “modified_base”,
BIEAf UL ZA “OTHERE = 2FHEAf “mod_base” ¥ SHE A O =
A" LEfAN ELEE[OM 2 242f e BIEAf AR 2 ALE o0 EE #£0)
FIlE A FL/0/Of BICf 11 ZIA/BELY

WIPO
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FHI

> o

2t TV 7|2 "t 2 B®A|Z[0f0f BHCt
€ S50 2A|Z|O{OF SHCF:

cgtcccacgtgtccgaggta

[TH2rA, M E2 Ctaut

WIPO
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= A re)
E M
DNA %! RNA M <

=

2 =82 OS2 RNA M EE i A S

5’ -cgucccacgugtccgaggua-3’

. OEkM, ME2 a1t

N H
rin
Ho
1L

z
2
N

-
N
10
U
H
>
H
<
o

Or
—I._I—

cgtcccacgtgtccgaggta
V' S%l "12"2 Z= EA 7| “modified_base”
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= A re)
E M
DNA %! RNA M <

= =32 CHS2l RNA ME 2 7 A|SHC

5’ -cgucccacgugtccgaggua-3’

AN

BE et Vs 7|2 't 2 #HA|E|O{OF oFCt, [2rAf, M @2 LSt
Z0| M@ =0 &A|Z|0{Of TtCt:

cgtcccacgtgtccgaggta
K "12"E A=
Z

A= EA 7| “modified_base”
2 “OTHER S 4 =&

oA Xt “mod_base”

\\

WIPO
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AN N NN

= =32 CHS2l RNA ME 2 7 A|SHC

5’ -cgucccacgugtccgaggua-3’

BE et Vs 7|2 't 2 #HA|E|O{OF oFCt, [2rAf, M @2 LSt
Z0| M@ =0 &A|Z|0{Of TtCt:

cgtcccacgtgtccgaggta
A% "12"8 R
it “OTHER"E Z = 23X} “mod_base”

=
g ElRng 2 BHER A

E3 7| “modified_base”
L

WIPO
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<SequenceData sequenceIDNumber="3"3>
<INSD5eq>
<INSDSeq_length>28</INSDSeq_length:
<INSDSeq_moltype»RNA</INSDSeq moltype:
<INSDSeq_division»PAT</INSDSeq_division
<INSDSeq_feature-table:
<INSDFeature>
<INSDFeature_keyrsource</INSDFeature key>
¢INSDFeature_location:1..28</INSDFeature_ location:
<INSDFeature_quals:
<INSDQualifier:
<INSDQualifier namexmol_ type</INSDQualifier name:
<INSDQualifier waluerother RMA</INSDQualifier valuex
</INSDQualifier:>
<INSDQualifier id="g7"»
<INSDQualifier namerorganism</INSDQualifier_name:
<INSDQualifier waluersynthetic construct</INSDQualifier_walue:
</INSDQualifier:
</INSDFeature_quals:
«/INSDFeature:>
<IMSDFeature>
<INSDFeature_keyrmodified base</INSDFeature_key>
<INSDFeature_location»>12</INSDFeature_location:
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name»mod_base</INSDQualifier_name:
<INSDQualifier waluexOTHER</INSDQualifier_waluel
</INSDQualifier:
<INSDQualifier id="qg8">
<INSDQualifier_namernote</INSDQualifier_name>
<INSDQualifier waluexthymine</INSDQualifier value>
</INSDQualifier:
</INSDFeature_quals:
< /INSDFeature:>
</INSDSeq_festure-table>
<INSDSeq_sequencercgtcccacgtgtccgaggta</INSDSeq_sequences
</INSDSeq>
</SequenceData>
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= A re)
E M
DNA/RNA SIO|EE2|E ML

AN EO0| 50| B2t EXI2 % 5
= RNAO|LC}:

DNAAOHE RNAAOHE

ST.26 ttEf 558 &

"55, SfL} OJ&tO] FE P E/ES/DNAXRNA AIHE & B =2 HBlolE 7202
E/E Ao &2 Z2Af 2T 2DNAE HZA/LZ/0/0f 2ICf. Z 8l DNAIRNA Z2Xf= &
& 7/"EFE Ut ety A E 2 LE E otEA 2714 X 2" CHEDNA" E £
= Z'+ YA “mol_type”Z ALE S0 E& £ FIf=Z HFE/0/0f 2tL}. ZElE/ DN
A/RNA 29/ ZtZ/S/DNA ZRNA A/ EE A2 ETfDNAO/7/LFRNA CIAIZ Lf
EfLf= £& 7/ “misc_feature” ¥ pFEAf “Bf 17 = FIf= 4G £/0/0f BtLF.
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= A re)
S o=
DNA/RNA 8}0|E2|E MY

AN EO0| 5to|Be|E 2Rl B2 &, =42 2= DNAO|LL, =420 47
= RNAO|LC}:
A G A G A G A G A G
c//\T C SN\ u//\c U C
DNAMIHE RNAAIHE

ST.26 T2 558 &:

"55. SfL} O/49] 2L E/EO/DNAZRNA A I0IE & ZE£2 Z31elE FE52
E|C AjZO HQL EX} 282 DNAE HA/LE/O/OF 3tL} Z 3H=I DNAIRNA 2t £
&7 EFaE X" gy HHE E e B StEA RO/ 2" CHEDNAE £
L T 81X} ‘mol_type’S AFRSI0] EX HOf F£I}2 & BE/0{0f Bict. ZBtE
DNA/RNA 249/ 22O/ DNA 2 RNA A2 HE = 475 E 7} DNA O/ 7L RNA 2IX| Z
LIEILYE EF 7] “misc_feature” X SFHEAL &2 FIf2 A G E/0/Of BtCF

WIPO
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= A re)
S o=
DNA/RNA 8}0|E2|E MY

MNEO0| 5io|Be|E EXIQl B2 &, =42 dF2=DNAO|LL, =429 d&
= RNAO|LC}:
A G A G A G A G A G
c//\T C SN\ u//\c U C
DNAMIHE RNAAIHE

ST.26 Ct2f 558 &:

"55. SfLf O/AS) 72 LE/EO/DNAZLRNA AI0E & 252 Hglofs 7502
E[E A/ 29 &R ZA &2 DNAE HA[L/O/Of 8tLf. Z 8= DNAIRNA 2= &
&7 EFaE X e gy HHE E e B StEA 274" X " CHEDNAE £
&= T BIEAf ‘mol_type"S AFE3I0f £& Eof F7}= S 5/0f0F prrf ZEtE
DNA/RNA £ZX,9/ ZFZFO/ DNA Z RNA A2 HE = 475 E 7} DNA O/ 7L RNA 2IX| Z
LIEFLE £E& 7] “misc_feature” X SHEA} A 072 FIfZ & FHE/0/Of B}

WIPO
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= A re)
S o=
DNA/RNA 8}0|E2|E MY

MNEO0| 5i0o|Be|E EXIQl B2 &, =42 dE2=DNAO|LL, =420 d&
= RNAO|LC}:
A G A G A G A G A G
c//\T C SN\ u//\c U C
DNAMIHE RNAAIHE

ST.26 Cref 558 &:

"55. SfL} OJ&9) 2 LE/ZS/DNAZRNA AIHE & Z =2 ZetolE= FE252
E|E A9 &R, EAF &2 DNAZ HA/Z/O/OF 5rLf. Z 8/E DNAIRNA ZAf= £
& 7/"EaE i gs A E e B prEA RO/ 2 gl CFEDNAE 2!
= Tz~ B} ‘mol_type’S A 310 £& HOf F7}2 MB /00 Bir) ZEtE
DNA/RNA Z2X£S/ ZFZFO/DNA ' RNA A3 E = A5 E7fDNA O/ LI RNA 2IA E
LIEFLE £E& 7] “misc_feature” X SHEA} A 172 FIf= & FHE/0/Of B}

WIPO
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= A re)
S o=
DNA/RNA 8}0|E2|E MY

AN EO0| 5to|Be|E 2Rl B2 &, =42 2= DNAO|LL, =420 47
= RNAO|LC}:
A G A G A G A G A G
c//\T C SN\ u//\c U C
DNAMIHE RNAAIHE

ST.26 T2 558 &:

"55. SfL} O/49] 2L E/EO/DNAZRNA A I0IE & ZE£2 Z31elE FE52
E|C AJZO HQL EX} 282 DNAE HA/L/O/OF 3tL} Z 3H=I DNAIRNA 2t £
&7 EFaE X" gy HHE E e B StEA RO/ 2" CHEDNAE £
L T 81X} ‘mol_type”S AFRSI0] EX HOf F£I}2 & BE/0{0f BIL}. ZBtE
DNA/RNA 24,9/ 22O/ DNA 2 RNA A1 E = 475 E 7} DNA O/ 7/ Lf RNA 2IA| Z
LIEILYE= EF 7] “misc_feature” ¥ BFHEAL Bl Z F7fZ A GE/0/Of BtCF
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DNA/RNA SIO|EE2|E ML

2 =¥ 2 32| DNA/RNASIO|EE|E MEZ i A|SHE:
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’

O7|AM, CH2Xt 7|2 = DNA &= LIEtLl 2, &2 F X 7|2 = RNA & &
= LIEFHCE,

Xt7] 1 LHX| 6% 27 LHX| 32= DNAO| 11, Xt7| 7 LHX| 26 2 RNAO|C}

e o4
1. 7715 X|°8
2. = At & 5! mol_type
3. DNA % RNA M|OHE 9| =0l

WIPO
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= A re)
E M
DNA 3! RNA A &

2 =¥ 2 32| DNA/RNASIO|EE|E MEZ i A|SHE:
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’

O7|AM, CH2Xt 7|2 = DNA &= LIEtLl 2, &2 F X 7|2 = RNA & &
= LIEFHCE,

ST.26 T2l 55 =" 2Af FZ 2 DNAE HA/%/0/Of BIC}. ZElEl
DNARNA 2At= EF 7/ ZF 8 U gt g1 HHE S 2= B+ 5%
A 2213 X gt CHE DNAE ZHE Bl BHEAL “mol_type” 2 AFE S0
EX ZOf FIL=2 7/ E/0/0f BHCf 10 FA/BIC}

_E_x ‘|Q|'-cl><-3:| — "DNA"
oHEA R71M BE =l KA E

o
St Xt mol_type = “CHE DNA”
WIPO
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92

= A re)
E e

DNA 3! RNA A &

H =22 CH29 DNA/RNASIO|EE|E ME S T A|SHCE:

5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’
Ol7|M, tHEX} 7|2 = DNA 2= LtEIL, 27X} 7|2 = RNA &2

|2 "t" = HA|Z|O{OF BtCt, [EkM, @2 Ctaaf 20|

acctgccgtcccacgtgtccgaggtagcatta

WIPO
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= A re)
E M
DNA %! RNA M <

&= S 32 CH22| DNA/RNASIO|EE|E MY S THA| DT
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’

O7|AM, CH2Xt 7|2 = DNA &= LIEtLl 2, &2 F X 7|2 = RNA & &
= LIEFHCE,

ST.26 CHEl 55 .= Z/8F=/ DNA/RNA Z2X£9/ Z+ZFO/DNA 2/ RNA A2 0 E
= M1 HEZFDNAO/Z/LFRNA CIA]E LIEF = £& 7/ “misc_feature”
2 By a2 F712 7jZEofof grop 1L AR,

L

\/ 370e| M| OAHE = 37H9| "misc_feature" %! 7|

WIPO
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= A re)
E M
DNA %! RNA M <

&= S 32 CH22| DNA/RNASIO|EE|E MY S THA| DT
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’

O7|AM, CH2Xt 7|2 = DNA &= LIEtLl 2, &2 F X 7|2 = RNA & &
= LIEFHCE,

v, MAHE 1, 7] 1 WX 6:
III "1..6"S A= "misc_feature" S 7|
IIDNAHE ;é-l_ '('5|_I—|X|_ ||X|-X|l

‘/ MIOAHE 2, 7| 7 LX| 26:

@X| "7..26"E &= "misc_feature” £ 7|
7|- IIRNAHE T —6|_I—|X|_ ||xFX||

= X - -

‘/ MIHE 3, Tt7] 27 LYX| 32

-.—III "27..32"E Zt= "misc_feature” 7% 7| WIPO
IIDNAHE 7|-|— _6|-I'|X|- "7CF7C" INTELL

= X - L= INTELLECTUAL PROPERTY
ORGANIZATION



= A re)
ST d
DNA 3 RNA A &

<SequenceData sequenceIDNumber="4">
<INSD5eq>
<INSD5eq_length>32</INSD5eq_length>
<INSDSeq_moltype>DNA</INSDSeq _moltype
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table:
<IN5DFeature:
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..32</INSDFeature location:>
<INSDFeature quals>
<INSDQualifier:
<INSDQualifier name>mol type</INSDQualifier_name>
<INSDQualifier valuerother DMA</INSDQualifier value:>
</INSDQualifier:
<INSDQualifier id="gle":
<INSDQualifier namerorganism</INSDQualifier name:
<INSDQualifier value:synthetic construct</INSDQualifier wvalue:
</INSDQualifiers
</INSDFeature_quals:
</INSDFeature:>

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

95



96

= A re)
ST d
DNA % RNA M E

<IMSDFeatures
<INSDFeature_key>misc_feature</INSDFeature_key>
<INsSDFeature_location»l..6</INSDFeature_location>

<INSDFeature_quals:>
<INSDQualifier id="gl1": DNA A-” :l' DI_-I E 1
<INSDQualifier_name:note</INSDQualifier_name:
<INSDQualifier value>DNA</INSDQualifier walue>
</INSDQualifier>
</INSDFeature_gquals>
< /INSDFeature:>
<INSDFeature:
<INSDFeature_key»misc_feature</INSDFeature_key:>
<INSDFeature_location:7..26</INSDFeature_location:
<INSDFeature_quals> RNAA-” :l_ DL-l E 2
<INSDQualifier id="gl2":»
<INSDQualifier_name>note</INSDQualifier_name:
<INSDQualifier_wvalue»RMA</INSDQualifier_waluex
</INSDQualifisrs:
</INSDFeature_quals>
</INSDFeature>
<INsDFeature>
<INSDFeature_keyrmisc Teature</INSDFeature_key>
<INSDFeature_location»>27..32</INSDFeature_location
<INSDFeature_quals:
<INSDQualifier id="gql3™:> DNA A-” :l. D|_-| E 3
<INSDQualifier name>note</INSDQualifier name:
<INSDQualifier_waluexDMA</INSDQualifier_waluex
</INSDQualifiesr>
</INSDFeature_quals:
< /INSDFeature>
</INSDSeq_feature-table:
<INSDSeq_sequenceracctgocgtocccacgtgtoecgagetageatta</INSDSeq_sequences

</INSDseq>
</SequenceData> WIPO
</5T265equencelisting> WORLD

INTELLECTUAL PROPERTY
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T2 LE|IE FAHY,
D-OF0| =4t 51 & X]
= Mg
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O H O
MEZF A 73
S22 QE|S QA

otLt O] &fo| w32 REIE RAINE &Rot= et B2 ST.26 A0 H
2EICt

O -

FE2UEIE FAM= ST.26, EFEF 3(g)(2) OF2H2| "w 22| EIE" 2| H2|
Off =et=lCt:

“BYAF QALK O] DAL SHME= HL > [JAIF/HA S Hi TAHO/E Kl FlHA G
D4 TAFO[EC RAME 2 |24/ HA S Hif TAFO/E L F[HAS i TA
LIO/E &£ gl Fol= SiMO|A S F7/o) HiZ = BElol= s 7/of HiZ = ZHHA/7/0

, G7[A] A RARKE 28 M0 GO/ s g8+ 2Lf

=TT

QEIM 0l 72| RE|E FANM = HE[E SHLHPNA), =2[Z HLHGNA), E
g A i Sl HEEE| L LotC}

5'0M 3 kS BHSHE 2SN 5 LF 22 HA|E[0{OF oHC}
(ST.26, TtEF 11)
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= 59| S/ 2 L2292 =2|Z it (GNA) M= 7HAlSHCt:
PO,-tagttcattgactaaggctccccattgact-0H
07| M, PO, M 29| LTt DNA M Q| 5 UTHS DHISICE,

v o Mae maon 42 220 ESHEIC}

WIPO
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2 E5] 22 0120 22|12 A (GNA) MYS HA[SHTE

—

PO,-tagttcattgactaaggctccccattgact-0H
07| M, PO, M 29| LTt DNA M Q| 5 UTHS DHISICE,

v Ol NEeMY 220 ZE3te|0{0f StC}
CHO 5 QCHS QHISIO 2 M Y2 CFS 0| TA|E|OfOF BT}
|

WIPO
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2 E5] 22 0120 22|12 A (GNA) MYS HA[SHTE

—

PO,-tagttcattgactaaggctccccattgact-0H
o 7|M, PO, ME2| 22 DNA A E 2| 5 ZHErS HEISHDY,

v Ol NEeMY 220 ZE3te|0{0f StC}

/PO, LE2 5 UEHS mwstoz AP Th30f EA|E|0jof eht
R A| =l grst

\/ HH M 20 "modified_base" & 7|, 4f "OTHER"E %= “mod_base” 2’3
X Qv E| 2 AT 2L HAE 2 QE| S 0| MBI QAR E| K| UL
HAS kS AT SR X7} Z2A10| S 0f ShC}

WIPO
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103

- «INSDFeature=
<INSDFeature_key>modified_base</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location=

- <INSDFeature_quals>
- «<INSDQualifier>
<INSDQualifier_name>=mod_base=/INSDQualifier_name=
=INSDQualifier_value=>OTHER</INSDQualifier_valuex>
< INSDQualifier=
- <INSDQualifier=
<INSDQualifier_name>=note</INSDQualifier_name=
<INSDQualifier_value> 2,3-dihydroxypropyl nucleosides (glycol nucleic acids)</INSDQualifier_value=
< INSDQualifier=
</INSDFeature_quals>
< fINSDFeature=
</INSD5Seq_feature-table>
<INSDSeq_sequence=tagttcattgactaaggcteccccattgact</INSDSeq_sequence=

</INSDSeq=>
7. 0] 019 LBt B =)= C}S0IM 2 7 Lt WIPO
WIPO 7 ST.26, 2= VI, 0/3(g)-4. WORLD

INTELLECTUAL PROPERTY
ORGANIZATION
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MEZ A 73

D-0p0O| L Ak

8}Lt O|4o] D-OFO| i AFS SR 3H= 00| A A HS ST.26 A0 MR
r}

D-OF0| = A2 ST.26, THEL 3(a) OF2H Q| "OFO| = AtO| H o|of ZE &I}

"OpO) AR 2 HE | (MM 3, E 3 HE) O HAE 298 IS8 A8 0] HAIE
0/0/0f OfOf - A2 O/OJBILE AF7) OFO) 4 AHS E38) D-OfO) i p U B E L=
MY E B1R3H= 0| S EBICE

D-Ot0| = 4h2 & S0t HHEL[X| 2 L Of0| =4t 7|2 (7hsct 8R) 2 A

WIPO
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= Lt €2 ME2 7|2

D-Ala-D-Glu-Lys-Leu-Gly-D-Met

v Ol NEeMY 220 ZE3te|0{0f StC}

WIPO
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= S5 SYUS OIS 22 NYS HBICE

D-Ala-D-Glu-Lys-Leu-Gly-D-Met

v Ol NEeMY 220 ZE3te|0{0f StC}

\/ AGKLGMCL 2 H 3 E|0{0f stC}

o/ BAI10l e, 2% 20| IREL 8L 2K 6] BE|Q O 242t 'SITE"
EX| 7| 9l "&b SERXF7F 20| ©E{0F 3FH, O] = A2 3}= ofO| LAt
SFSIT O E|X S WAl ZHr)

IS oo = X1

WIPO
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107

o d O&
D-Op0O| L= AF

L

- <INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
- <INSDFeature_quals>
- <INSDQualifier id="q4">
<INSDQualifier_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>D-alanine</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
- <INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location»2</INSDFeature_location>
- <INSDFeature_quals>
- <INSDQualifier id="q5">
<INSDQualifier_name>NOTE </INSDQualifier_name>
<INSDQualifier_value>D-glutamic acid</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
- <INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
- <INSDFeature_quals>
- <INSDQualifier id="q6">
<INSDQualifler_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>D-methionine</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AEKLGM</INSDSeq_sequence>

B0 RALRH 09 BIEEl £=9/E& CF20IA XE + QI WIPO
WIPO #Z ST.26, = VI, J/3(a)-1.
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=X =l ik M E S ZX|E ofO| A ME2 ST.26 A0 M EICE
2X = MEo e I 107l O|&e *HEL = FHO|El w28 EIE
EE= 4l Olde Moz FolE of|itE SHRote B ME =55
O =&HE|0{OF $tCt. (WIPO B ST.26, tH2H 7)

XA 4ol A2 FFA7|= A= MEQ| 2H2to| My FY = O Xl

O|SEQID H2 = #= BRSO MEZ AN Z2E|O{Of oLt

A4 M8 4" SN FHH2 = Fo| &l £H7[e] 4=7} 12| 0 OF ot H
Ol = He| #HH2 2 Fol& T7|o & =7F OfL[Ct
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= 50| S22 sl 42 MEE HEES 23Tt
S-

NH,-Asp-Gly-Ser-Ala- Lys Lys-Lys-Lys-CO,H

NHZ-AIa-AIa-Ser-Hls-GIy

047|A1 ----- t =Ml Z=A 2 ED 2[Ae] F4ff AFO|2| OfD|E Z

v/ E 250l Y e 2 47fo] IHHO 2 FolEl ool =it Agetaz
S0 ME 220 Zote Zat oo

WIPO
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= 56 =2 Ll €2 MEE HEIEE 2 HOIC}
s-Lys

NH,-Asp-Gly-Ser-Ala- Lys Lys-Ly O,H

/ \
NH.,<Ala-Ala-Ser-His-G

. 1

07| M, ----- = =l e ZIE=A| ZEIt 2[4o] S4ff AFO|2| ofb[=
2= LIEHCE

e Y2 A A2 SEQID H2 & 4= B2 MEZA ZEL|

WIPO
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= S0l SE2 bl 42 MEE BE|E5 23t
S-

NH,-Asp-Gly-Ser-Ala- Lys Lys-Lys-Lys-CO,H

I
I

NH,-Ala-Ala-Ser-His-Gly

O17|M, ----- = 22| FtEFA| ZEL} 2| 2] S At0]2 OfO| =
Z2%S LIEHH

/S 259 MY 422470 THHOR HO|H Of0| M DR,
SCHNY 220 3 Tavt Yt

J 217to| & Qo2 1 XpAO| SEQID MBS E ZHe Mo MU= M Bty
of of hct

/ OIO|E ZT 170 91X U NS FAH| o) & 25| N0l TN L
=fofof sict

WIPO
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- «INSDFeature=
<INSDFeature_key>=SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location=
- <INSDFeature_quals>
- <INSDQualifier id="g4">
zINSDQualifier_name>=>NOTE</INSDQualifier_name=
1 zINSDQualifier_value=Lysine side chain is amide bonded to the carboxy
terminus of the glycine in SEQ ID NO:2</INSDQualifier_value>
< /INSDQualifier>
=/INSDFeature_quals>
< fINSDFeature=
=/INSDSeq_feature-table>
=INSDSeq sequence=>DGSAKKKK </INSDSeq sequence>

- =INSDFeature=
<INSDFeature_key=SITE</INSDFeature_key=>
<INSDFeature_location=5</INSDFeature_location=
- <INSDFeature_quals=>
- <INSDQualifier id="q11">
<INSDQualifier_name=MNOTE</INSDQualifier_namez=
2 <INSDQualifier_wvalue=glycine carboxy terminus is amide bonded to the side
chain of the lysine in SEQ ID NO:1, position 5</INSDQualifier_value=
=[INSDQualifier=
</INSDFeature_quals:>
</INSDFeature=
</INSDSeq_feature-table=
<INSDSeq_sequence=AASHG</INSDSeq_sequence=

Ar 1. QAFBF 09 BIEHEl f=9/=WIPO #ZFST.26, 22 VI, 0f WIPO
1O RE T HE e o
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M E BHOIA|

ST.26 TH=f 3(m)2 " & O/Af A{E'= CtE1F 20| g2t

“2IXf A S0 Lff3F OfLf OS] AfO/E BlPOHE wE e LE/E K= Ofd[ L F
AE. O/ Ao/ L2ty 2o EE 15 R 21 &X), HEE XN EE 3(g),
3(h), 16, 29 &X), Z&, &/8, & A&tz £ge + Q/0f. EHE93 LjfA] 95

= FRBIC)

L

HO|M| MEO| JhAIZ[= M2 MEB FF0]| O EA EA|Z/OOF of
=A& 28 AOo|Lt,

o

ST.26 TH=r 93 LI X| 95= RHO[X| 7t BA|E|O{OF Sf= &&= X O]
C}.

WIPO
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Mg HO|X|
“t=f 93

CI2rg3: X} A QU 35+ A/ ZSf 2l0/o] HO/A 0/ Z}2t 050/ &7/9
7O S/5 JjA/E/ 0 FHETOf ZErE/, 2t A ZZ20) 2 5‘5/ Of Of of 1, O/E

X[AI0] A{ & 2FO] .35 7} X) &£/ 0/ OF BHC}

7
h — ZtZto| HO|M| 7} R o2 YHE AR, 21Zto| HOo|H =
N XHel SEQID H1§§ 7} X4 Of StCH

(1
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ANE H
Ctel 03

= E5 =42 039 ot

MM A

Homo sapiens
Pongo abeliil
Pan paniscus

Rhinopithecus bieti

Rhinopithecus roxellana

2 B2 ME S

v 7he

JH]CD

o &
Z0| =g

CALBE OfOf BHEF

WIPO 7 ST.26,

==
T =

e

= =9[E LI2 oA

Z VI, 0f93-3.

o A O
;’LET

2 NSt ofa| i At

Zt= DHE ESHSHCT

LEGnEOFINAaK T TREPKYINrK T 1nND Iml. T
LEANEQFINAAKT IRHPOYDRETIINND ML IK
LEANEQFINAAK T IRHPOYDRETVINND ML IK
LEANEQFINAAKT IRHPKYNRITIINNDIML IK
LEGNEQFINATHI IREPKYINGNTINNDIMLIK
LEGNEQF INATQI IRHPKYNGNTINND IML IK

Xt7| S LIEFLHCE,
MO|SEQID H2E 4= HES MEEA ME

oiry

WIPO
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Uz
o

Type of Feature Key Qualifier Use
sequence

Nucleic acid variation replace or Naturally occurring mutations and

note polymorphisms, e.g., alleles, RFLPs.

Nucleic acid misc_difference replace or | Variability introduced artificially, e.g., by

note genetic manipulation or by chemical
synthesis.

Amino acid VAR_SEQ NOTE Variant produced by alternative splicing,
alternative promoter usage, alternative
initiation and ribosomal frameshifting.

Amino acid VARIANT NOTE Any type of variant for which VAR_SEQ
is not applicable.

WIPO ZZ ST.26, £/2/96

WIPO
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AFEHOF BHCH 2t GAISHCY,

—

OA F& o|o|el7}?

o= =9.:
m2dl LE[E ME0|AM, /X7t "a" == "¢"Y = U= 87, "'n" U0 E=
d 7|2 "m"& AtESHLL.

Of0[ etk M EO|N, 2[X| 7} "L" EE= 1"

@ "J'E ArEetLL.
"X"7b L g 2t0| Ot CHE X

n || Dl ||X||I_ LHIC-JZAF%
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MG HO[K
=l 94

N

ErEfoa: 21o/of BIOIX A Z2 ofLf O/4 S PIX|O|A S7 = LforX Ao/=
= L NG ZE AR A G 20 Zore/0/0f ofy, 2 A2 HAIE/0fOf
OtLH, Of 7| A GAE CforY X[ = FfE HotE 0ol 2ol 7/ @2 HA[EICA LS,
15 227 D).

\
\
7
= — BHOIM7I EEE EAEX| 40, thed| X ME LHe| 7HH T
N 72N MAEE B2, 0122 EE0| SEQID HB E 4+ 40|
N

N QT E|X| =L

WIPO
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I

=0 282 Cha €2 ME2| BE|=S HAIBHT]:

Gly-Gly-Gly-[Leu EE= lle]-Ala-Thr-[Ser EE= Thr]

CHA MEE ME 520 Z2HE 4= QUL
AN Eo| HiEt Aot 2 CHS 0 2L GGGIATX

[Leu L= lle]2 7HE NotEQl R/ 7|= "J"2 HA|K|O]Of L}

\\\\

[Ser £+ Thr]2 X7t M2l E&= E&|QHO[2t= NS LIEL = SHIAF =2t
=27H 5 7" 7| “VARIANT"2t 27| 7|2 "X"= HA|Z|O{Of SFCt

WIPO
&1 0f o] BI&E &=9/& LIS oA & & + 2L WORLD
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MG HOIA
F'Ef 95

N

2)0) Lyt A 0] o/of A PF N7, , /S 220 B BFE]0/0F BLE A B = 0] E 5]
=2, &7 Bl A2

(2)= YAF AISIO] F40) Ofof FAIE + 2o, 017/ Af Of= FIL $IA| = 012 Ao 7
== 2IX/0] HO[S)E BRH, 0/F #10/9] #42 FEH oLk

(b)i= 2=/ A G2 FA/E/0[OF 511, 0/ S] A9 AL 20l 125 7} X FE[0fOf &1, Of
T14] Ofi= Ch-9] B7f SIX0Af #10]5 BH25H0, S5 HO]S| 242 &S0/ 0|t
()&= B9/ /G2 FAE/0fOF &1, 0/ A}AI9) A S 8Ol 412 7} A F5/0fOF &1, Of
I/A] OJi= 10007 Z24S) F7|Z BFRS}= & QIEIHLE A/ ZIEI A S2 BFREHCH(EFE) 86
5

~ 9’ AN(S), HYU(S), EE KTHE)0| Ciet o F2 #OIH I} A
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[H 1: Gly-Leu-Pro-Xaa-Arg-lle-Cys

HEIE CtHE
7| X, Xaa= <2|2| OtO| = AtO|LC}
* * %
IE CHE A3 0| A, HIE|E T 12 Gly-Leu-Pro-Xaa-Arg-lle-Cys0| 11, 0] 7|
2 = RULEH.....

Al Xaa= Val, Thr, E= Asp¥

+
S

*
H 12 Gly-Leu-Pro-Xaa-Arg-lle-CysO| 11, 0} 7|

.G CHE TEO| 0 M, BE|S EHE

M Xaa= val¥ %= QIC}...

X} A Z, Gly-Leu-Pro-Xaa-Arg-lle-Cys, 2 £/ &/X/0f HO( 5= E&tolH, of 5t
H0/9/ & /:/M// S =2/ %0/}
WIPO
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INTELLECTUAL PROPERTY

ORGANIZATION



123

€ S50 ZH00F S5, HOM = LA+ 22| =40
O]

220 Z&E B 0|0{OF SHH — O O Of| A,
O| Cf
MY2 GLPXRICE HA|E|0{0F 81 2|X| 40| Ao EXA

& 7| “VARIANT” &
Xaa7f "Olo|o| ofO| LAt Q2 LIEIY= SEY R} A OE T

zl Q2 St}

O Q&K= UX|OF TS 374 KON 7 MY 220 HEO| YR 13}
El= A0| HFEICE:

GLPVRIC
GLPTRIC
GLPDRIC
WIPO
247 0 0.9 B1AHEl =9/=WIPO HZ=ST.26, 22 VI0JA &2 + QIrf, INTELLECTUAL PROPERTY
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aatgn,cccacgaatgn,cac

H7|M,n; X n,=a, t, g E=c = UL

021 BO|A| M E0| Ltz 20| 7HA| =Lt

n,0l a® &%, n,=t, g £ cO|C}
n,0| t2 A2 n,= a, g £ cO|C}
n,0l g 4%, n,=t, a E= cO|LC}
n,0l c?l 42, n,=1t g £= a0|C}

LA A DL Ch0) BYS XIS HIO0/E 228/, Sf 5 $10/9] 242
&3 9ZHo|r)
WIPO
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EY 7|19 & H&WHWWP"“”yEE"
nOj| CHet =4 0| ERSHX| L (ST.26 THeF 15 H=E
25X = MK

| = A0 23| HEEILC:

aatgacccacgaatgbcac
aatgtcccacgaatgvcac
aatggcccacgaatghcac
aatgccccacgaatgdcac

EF 0. RAFSt 0O BHELEl =90/ = CF21f 7,LEO L oiry
WIPO #Z ST.26, = VI, 0/ 95(b) OfAf B2/ DILF.

I 2t £ O] OF StH, HO|HM| =

2RO MEE &

= HH0|0{0F StH: 07| M n,

A2 aatgncccacgaatgncac = HA|E[ O OF OFHCH

otLtE S | 7| I=0f

v

2, CHS 4702 BO[X|7} MB =50 BE2| MEZ 28

(b=t g, £ c)
(v=a,g, £ c)
(h=1t,a, =& ¢)

(d=t, g, E= oo
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.. -Met-Gly-Leu-Pro-Arg-Xaa-Arg-lle-Cys-Lys- ...

O 7| M, Xaae Gly EE= A G| 0|1
Cys-Tyr-lle-Lys-Ser-(1000 OfO| = 4F)-Leu-Thr-Pro-Lys

BILIO| B1O/X Af 2210007 A7) S X ifel= 8 E = XBHE A/ D2 g2 BF
Lt

WIPO
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‘/ Xaa = 1000717t &= £t7

| H d
= B MEEM ME S50 2= E| O OF SHC}.

\/ Xaa = Gly®Ql HO|X||7} EEot O Xt4AQ| SEQ ID H=2 & 4=
M MG 220 =3HE! AOo|LC},

= ==

...-MGLPRGRICK-...

O MU HO|N[7I O XM SEQ ID H=2 &

2N ME=
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M E BHOIA|

Q: CH22l 7HAlOf M &= a2 BACIT)?

=

G-L-P-T-R-I-C-[L or I]-A-V-[G or A]
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M E BHOIA|

Q: Crgol HHAlo] Bg s EHate Roiolzty

G-L-P-T-R-I-C-[L or I]-A-V-[G or A]

A: THEf 94

"2/o/ HO/A A{Z2 ofL} O/& S ZIAOYA GAE LI A7/ 7f Sl= EFE
ME=E YA LT A E SZ20) Zolk/0/OF 8fH, EHE A{ G = HA[LZ/OfOF 5f 1,
G Z[Af GAE IS o= ZtE Hot& Ol By 7[5 2 HA[EICL

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO



M E BHOIA|

. o  Cl2foe O O
Q: CHS 29| 7HAIO| M 8| THat2 £ QITt?

Position 1 2 3 4 5 6 8 9
Sequence A V | L T Y L G E
Variant 1 A
Variant 2 P P

Variant 3 A I G Y

Variant 4

A

Ct=

29| 8l S7t2 HO|H| LS| ofD| = £+0] "N E" Lj S| &-Sot& Of0| =4t & &S}
= LIEfH L, " = "M 8" LH 2| &S o= Oft| = ite

WIPO
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M E BHOIA|

Q: Ch2 2l HHAl0l H el Etete moioivt
4

Position 1 2 3

Sequence A V | L T Y L | R G E

Variant 1 A
Variant 2 P P

Variant 3 A I G Y

Variant 4

29| 8l S7t2 HO|H| LS| ofD| = £+0] "N E" Lj S| &-Sot& Of0| =4t & &S}
Ch= A= LI, " = "M E" LS| & Sot= Otb| = the| 225 LHEHHCY.

A

A: Et=l 93

"X A S A& A ES) &o/of HOIA = 2 < 0/]=9f £7/9] Z 710 /o) 7Y
Al&]dd, EFEFTOf 2ot/ 2/t A S S 20 Z 5 E[0/0F of 1, Of= AFL4 S A

of /0] 57} X| H&/0fOF BHCfr

WIPO
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Q: CH32l JHAI) HE = Erete 20101t
EHZ2 57| MEE WAl CtC:
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (M€ 1)
= BMME AE 10t 23 E O S HE S SRt
E

g T, M B 19 2
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M E BHOIA|

Q: CHEo| FHAIO) M B &l B2 B HQIT}

EHZ2 57| MEE WAl CtC:
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (M€ 1)

=
—

M= ME 10t 2B E Chg EE2S &
= 7

g TR0 A, M

e
H
o
m®
R

A: THS 95 (a): " 2/C/S) O A E2 A Z SZ29 ZX NGO ZS), £/8(5), L=
A|BH =) 0ff L2t 20 Sfef A/ B FfAIE 0, N E ZZ0ff ZSHE/O/Of SILf. A E Z=0f
HEE[E &R Y7 HOH A E

(@)= A A/ Zo) T4 0f Sfoff HA/E + 22, G7A Oof= H2 FA = Of59f &
= PIX0f B0[ =) E 7o, ais #0/2 22 =250/
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M E BHOIA|

Q: CH22| 7HAlOf M 8| = Thah2 FAA eIt
EHZ2 57| MEE WAl CtC:
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (M€ 1)

= BMHME ME 11 2HAE O YES 2Rt
M@ 19| K| 79| HEIO] LEtHOo 2 TN Rl FR, /X 109 Lt 2 4t
2o = Al C....
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M E BHOIA|

Q: CHEo| FHAIO) M B &l B2 B HQIT}

EHZ2 57| MEE WAl CtC:
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (M€ 1)

-

= BMAM= MY 10 2tEE O g

L ME 19| K| 79| ZEIO| EEHL R N Zl= 87
2o = Al C....

HT

=2 O 35 5
= ot 7ot}

AKX 109 EErH=2 &

A: 121 05 (0): 919/9) H0/4) 22 N g 82O 9 MO ZA 2, HES) Fo
X1 2) 0f L2t A 0f SISy P HAE 2 Y B0 ZBE0JO} BHE A S B0
BEIEE Z2 4] BN A E

(b) = S50 22 FAE0/0F /0], 0/ 4419 412 2] 427} 1/ F%(0/0f 813, of
T4 Of= C}+9] By LIA|0)4f HIO]2 82310, 85 110/ B2 At olE R 0/r)
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