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feature key & qualifier

feature keyZ# £ T 52 & T, MEBIZK > THAM SN HEFD 1 DLLLED
BRECODVWTELICERBRTEFRY
- XY LA F FE25lDfeature keylE. Annex IDSection 5IZFE&FH S TLY
E3CR
- XY LA F FEF|Dfeature keylF/NXFE T : 5l Tmisc_binding
- 7 3/ EsER5| Dfeature keylE. Annex IDSection 7IZEE&FH SN TLVET
-7 X/ BEFER S Dfeature keylE XKXFTY : il TREGION |

qualifierz {3 5 & T. featurelZDWT S HIZERIT BT ENTEET
- X7 LA F KE2F|Dqualifier(XAnnex I Section 6IZEEEH SN TULET
- X9 LA F FEF|Dqualifierld/MXFT9 : 4l Tlallele]
- 7 = / BBER5 D qualifier(XAnnex I Section 8IZEEE SN TULET
- 7 2/ B D qualifierl T XKXFTT : 5l INOTE]
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feature key & qualifier

<SequenceData sequencelDNumber="17">
- <INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
- <INSDSeq_feature-table>
- <INSDFeature>
<INSDFeature_key>SOURCE</INSDFeature_key>
<INSDFeature_location>1..7</INSDFeature_location>
- <INSDFeature quals>
- <INSDQualifier>
<INSDQualifier name>0ORGANISM</INSDQualifier _name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
- <INSDQualifier:
<INSDQualifier_name>MOL_TYPE</INSDQualifier_name>
<INSDQualifier _value>protein</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
- <INSDFeature>
<INSDFeature key>VARIANT</INSDFeature_key>
<INSDFeature_location>1</INSDFeature location>
- <INSDFeature quals>
- <INSDQualifier:>
<INSDQualifier_name>NOTE</INSDQualifier_name>

<INSDQualifier value>X can be any amino acid</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XYEKGIL</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
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feature key & qualifier

feature keyl&. 9 XTDESITHETHS Isourcel / [SOURCE] feature
zfRE. EFETY,

Kfeature keylZI&, featurelZDWWT I HIZERRRT S5F-HDICERATES
qualifierd ) X kHRHY £T, [F&A EDqualifierFEETTH., —E®D
feature keylZ (L@ ZBqualifierh’dHd Y £,

5.31. Feature Key regulatory

Definition any region of a sequence that functions in the regulation of transcription,
nslation, replication or chromatin structure;

Mandatory qualifiers regulatory_class

operocn
phenotype
pseudo
pseudogene
standard_name

[source] / T[SOURCE] featurelZ[d. qualifier Tmol typel / T
MOL_TYPE] & & U lorganism] / TORGANISM] DA TY eppn
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feature key & qualifier

—ERDfeature key 2 [XEMDHEHAH Y £9
- EYIOEEHE ; HlA X TC_Region) IFEZEMIZESN S
- HF0EHA ; HlA(X TD-loop) IIDNAERFIIZR 5N B

3.4, Feature Key D-1oop

Definition displacement loop; a region within mitochondrial DNA in which a short stretch of
RNA is paired with one strand of DNA, displacing the original partner DNA strand in
this region; also used to describe the displacement of a region of one strand of
duplex DNA by a single stranded invader in the reaction catalyzed by RecA protein

Optional qualifiers allele
gene
gene_synonym
map
note

Molecule scope
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feature key & qualifier
X LAF FEEF| : 'modified_base] feature key

BEfisN=-X U LAF FEEihR3 5(Z(X. feature key 'modified_basel & ZDiHZE
qualifier 'mod_basel] Z#RA9I H5LEMNHY F£9 (ST.26, paragraph 16)

MEERX U LAF K] LIEX. RDELDFEBRS XV LAFRTY
-TAFXa,g,¢, £IEN3-—1) VB
-[a,9,¢c, F¥t=lF u] 3-—1) > F (ST.26, paragraph 3(f))

MEERX U LAF K] (&, "IREGRY . MIGT H5KRIEEMX U LA F F (Annex 1,
Section 1, Table 1) TETHEMNHY T, ZALNDESL Tn] THET - EMNT
TFET, BRI, T2-0-AFILIFPU) & BHIF, Tcl ELFET, THITH
Dol IE Tnl ELFET, 885 Inl (F. 1 DOKREDAITHIGELET,

ZEMqualifier 'mod_base] M{EIE. Annex |, Section 2D Table 2D {EH 5:E RT3
WHENBHYET, TDIEH lTother] DIFE. BMOD Tnotel qualifierlk. EfFS iz
REDEBRINTUVWEVWELELGLEARZEATLETNEGY FEA,
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feature key & qualifier
X LA F Figdl : Tmodified base] feature key

W Bl A5Gz s O FEETX Y LA TF RELSI

<IN5DFeature:-
<INSDFeature_ key»rmodified base</INSDFeature key:
<INSDFeature_ location»15</INSDFeature location:
<INSDFeature gquals:>
<INSDQualifiers>
<INSDQualifier name>mod base«</INSDQualifier name:>
<INSDQualifier_walue>i</INSDQualifier_value:
</INSDQualifiers
</INSDFeature_quals>
</INSDFeature:

m T4/ 1%, Annex |, Section 2MTable 2(Z Ti] OEETEE L TLY
E3D
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feature key & qualifier
X LAF FEEF| : 'modified_base] feature key

W 226X OFUOEEL XY LA F REES

<INSDFeature:
<INSDFeature key>modified base</INSDFeature key>
<INSDFeature location»>22</INSDFeature location>
<INSDFeature _gquals:>
<INSDQualifiers>
<INSDQualifier name>mod base</INSDQualifier name:
<INSDQualifier wvalue>OTHER</INSDQualifier walueX
< /INSDQualifiers
<INSDQualifier>
<INSDQualifier name:note</INSDQualifier name:>
<INSDQualifier wvalue»xanthine</INSDQualifier value:
< /INSDQualifiers>
</INSDFeature gquals:

W X9 2F > (. Annex|, Section 2D Table 2[ZEBH=hTWLWEEA, L
f=h>T. HZAD mod basel qualifier®fld TOTHER] T. EM T
xanthine] MEMD note] qualifierzE&HBHLENHY T,
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feature key & qualifier
X LAF FEEF| : 'modified_base] feature key

'modified_base] I&. FRIGES L ZERT H-DICHLFERATEET -

<IN5DFeature:
<INSDFeature key>modified base</INSDFeature key>
<INSDFeature location>11</INSDFeature location:
<INSDFeature_quals:>
<INSDQualifiers
<INSDQualifier name>mod_base</INSDQualifier name:
<INSDQualifier walue>0THER</INSDQualifier value>
</INSDQualifier:
<INSDQualifier:
<INSDQualifier name>note</INSDQualifier name:
<INSDQualifier walue>abasic site</INSDQualifier value>
< SINSDQualifier:
</INSDFeature_gquals:
</INSDFeature:

FRIEEERALIIE. BRFIND Tnl TKRI ZEMATE. 612 I'modified_base
1 feature key& . A TOTHER] ® 'mod_basel qualifierds & MEDY T
abasic site] MEM®D Mnote] qualifieré ZFHA L TEERTEET,

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

11



12

feature key & qualifier
X LAF KEcsl : TCDS) feature key

feature key ICDS| #HERAT S LT, O—FEIZHANT HEMTEFE
¥, CDS featureDEEIZ(X, iEa FUNEFENRTULERITFNIERY FEA,
(ST.26, pgh.89)
[CDS] feature keylZIZ@hZEDqualifierldd Y £FHA

RDqualifierBN—ARIIZFERSNET

“pseudo” “pseudogene” “translation”
“transl|_table” “‘codon_start” “transl_except”
“protein_id”
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feature key & qualifier
X LAF Figdl : TCDS) feature key

W [CDS] featurelZld. kRdDqualifier® 35D 1 DDA EIEETEET -

pseudo CDS featurelZ#%gEld7a <. #ERdL %L
B, BEEGFTEHEWI EER
.g—
pseudogene  CDS featurel3f&EzFT&HY. ¥ processed
RN WS EZETRT unprocessed
unitary
allelic
unknown
translation COSOFRTHEON=-7I/BE 1XFOT7I/BED
| ZRY B% =

13



14

feature key & qualifier
XY LAF FEdsd] : TCDS) feature key

O— RFEFIICE>Ta—k&n, T[translation] qualifierlZ;rREf- 4 &
UEDEARHMICEZRSINET7I/BREZE0T S/ BREESIE. ROES &
L CEIRICED N, HEDOERIFHANESNEIYETOoNLIDLELH
YERI,

7 2/ BREESIICEIY BT o =EIHHANEFESZ. [CDS] feature keyH
@ lprotein_id] qualifierd{E& L TR T 2HELAHY 9,

7 3/ BB A TSOURCE] feature key® TORGANISM] qualifierld.
ZDa—FEIDLDERLETRIFNIEGY £FHA, (ST.26, pgh.92)

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO



feature key & qualifier
X LAF Figdl : TCDS) feature key

W BFIER S F=EeH Z & 1E T & Hqualifier :

transl_table  CDSOFFRICERAINSERES  Annex |, Section 9

RETRT ; TIAI K& M- DERT— T ILIx}
Standard Code | 9 58S

transl_except  Ttransl_table] TEZESIN TS  (posi<fiIiE>, aa:i<7
ERESICEE LAV FODER S/ #>)
Y

codon_start &FIDIEEZEELLFCDSD 1,2, £33
—T AT I L—LERT
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feature key & qualifier
X LAF KEcsl : TCDS) feature key

5l -SEQIDNO: 1lE, BE= rar F) PEGFHFEDI— FEF| (GEGHE
=3k [3-Yeast Mitochondrial Code] ) D¥HF T :

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

\

30-32¢Da kol / VR T
14> (Sec) Za—F9 5

BESIEa o D—EBTIRES

CNEHIEZEFEIZRT =012, CDS featurelZ[EHRESHAIRZFHE (X

?
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feature key & qualifier
X LAF KEcsl : TCDS) feature key

5l -SEQIDNO: 1lE, BE= rar F) PEGFHFEDI— FEF| (GEGHE
=3k [3-Yeast Mitochondrial Code] ) D¥HF T :

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

« BLAIRICTRSNDEHIEL. RDEY TT :

tggataatga agaagttaac gaagaatgta tgagattatt tttcaagaac gctcgtcatc taacatcaag gttgacataa
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feature key & qualifier
X LAF KEcsl : TCDS) feature key

5l -SEQIDNO: 1lE, BE= rar F) PEGFHFEDI— FEF| (GEGHE
=3k [3-Yeast Mitochondrial Code] ) D¥HF T :

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

-« [CDS] feature key
« featureMfiE : <1..80

ZDHLE(F78-80LIZ#&1E
aARKVEED

(<] [£. O— F{EEAL
ML YRINSRRT B
Y
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feature key & qualifier
X LAF KEcsl : TCDS) feature key

5l -SEQIDNO: 1lF, BE= traY R PEGFHFEDI— FEEF (GEGEE
=3k [3-Yeast Mitochondrial Code] ) D¥HF T :

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

-« [CDS] feature key

- feature®fii& : <1..80 [codon_start] qualifier®
. ﬁgiﬁ |-3J 1)) rcodon_startJ 1@@3[3:\ Eai*ﬂo)iét;:

T RUNZOEBERAD IEE
NDUENFHIBT A EZ
R

qualifier
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feature key & qualifier
X LAF KEcsl : TCDS) feature key

5l -SEQIDNO: 1lF, BE= traY R PEGFHFEDI— FEEF (GEGEE
=3k [3-Yeast Mitochondrial Code] ) D¥HF T :

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

'CDS) feature key Annex 1, Section 90

featureM{iL&E : <1..80 Genetic Code Tables % {# FH

fEAY 131 @ Tcodon_startl qualifier / LT, Ttransl_table]
qualifierMEZRET 5,

{EA T3] @ Ttransl_table] qualifier
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feature key & qualifier
X LAF KEcsl : TCDS) feature key

5l -SEQIDNO: 1lF, BE= traY R PEGFHFEDI— FEEF (GEGEE
=3k [3-Yeast Mitochondrial Code] ) D¥HF T :

...tg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt tic aag aac gct cgt cat cta aca tca agg ttg aca taa e
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

-« [CDS] feature key ”
[trans|_except] qualifierld.
« featureMfiE : <1..80 FI)BEL/OATFAUE
A4\
« {EM 3] ® Tlcodon_start] qualifier 28
« {EA 3] @ Ttransl_table] qualifier /

{EAY T(pos:30..32,aa:Sec)] M ltransl_except] qualifier

WIPO
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feature key & qualifier
X LAF KEcsl : TCDS) feature key

5l -SEQIDNO: 1lF, BE= traY R PEGFHFEDI— FEEF (GEGEE
=3k [3-Yeast Mitochondrial Code] ) D¥HF T :

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

[CDS] feature ke -
: d #&1F 3 K > [&translation

- featured{i& : <1..80 qualifierlZ2EhEHA !
« {EM 3] ® Tlcodon_start] qualifier

- {EAY 3] @ Ttransl_table] qualifier
- fEA l(pos:30..32,aa:Sec)] M [ltransl_except] qualifier
- {EAHY [DNEEVNEECURLFFKNARHTTSRLT | D [translation] qualifier

WIPO
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feature key & qualifier
X LAF KEcsl : TCDS) feature key

5l -SEQIDNO: 1lF, BE= traY R PEGFHFEDI— FEEF (GEGEE
=3k [3-Yeast Mitochondrial Code] ) D¥HF T :

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

[CDS) feature key

 featureM{iIi& : <1..80

- {EAY 3] @ lcodon_start] qualifier

- {EAY 3] @ Ttransl_table] qualifier

« {EA [(pos:30..32,aa:Sec)] M [transl_exceptl qualifier

- {EAHY [DNEEVNEECURLFFKNARHTTSRLT | D [translation] qualifier
« translation®=&HDFIMED % > /30 BEESHI
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feature key & qualifier
XY LAF FEdsd] : TCDS) feature key

5l -SEQIDNO: 1lF, BE= traY R PEGFHFEDI— FEEF (GEGEE
=3k [3-Yeast Mitochondrial Code] ) D¥HF T :

...Lg gat aat gaa gaa gtt aac gaa gaa tgt atg aga tta ttt ttc aag aac gct cgt cat cta aca tca agg ttg aca taa a8
.. Asp Asn Glu Glu Val Asn Glu Glu Cys Sec Arg Leu Phe Phe Lys Asn Ala Arg His Thr Thr Ser Arg Leu Thr *

[CDS] feature key

 featureM{iIi& : <1..80

- {ENH 3] ® lcodon_start] qualifier

- {EN 3] ® Ttrans| table] qualifier

« {EAY l(pos:30..32,aa:Sec)] M Ttransl_except] qualifier

- {EAHY [DNEEVNEECURLFFKNARHTTSRLT | D [translation] qualifier
« translation®f=&HDF L L2 /D BELSI

o BIERESNT=2 /U EDSEQ IDE S %D lprotein_id] qualifier
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feature key & qualifier
X LAF KEcsl : TCDS) feature key

[CDS] featureHIE TIX. Tjoin) MEBEEFZHEHRAIT S LT, BIID
TEHELEET AV bEEELTCE—OO— FEEICTEET

join(L &1, 1E2)
[CDS] featureM{I&E TIlX. [lcomplement] EEF#FERAL T, fLEEE
FCHEHESN-EIICHEAENGEICF Dfecature NMIET A EETRIT ZEMN
TEET

complement({i &)
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feature key & qualifier
7 =/ E&ERA - Kk < ER St Sfeature key

SITE

REGION

BINDING

UNSURE

BALDHLIE—DT I/ BAUEZ R
_d—

EbDhLHEEZETY

EFEDFBAELETRT

EEIIAD A HEN TR ZFIRT S

WZBMDNOTE
qualifierT, fiE %
EfRp Ul DA b 7 ¢ =
g A

2L ; NOTEIZ{EE

WZBMDNOTE
qualifierld. b=
DEZAZB AT
[(FTh(E7E 570

7= L ; NOTEIZ{EE
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feature key & qualifier
73 BER 58T S /B

MEERT7 S /B8 &F. ROILDZHRSTI/BETY -

L-75=> L-7I)IL¥x = L- 7 R/INT XY
L-SRTA L-J LB 3y L-JIL3 = UBg
L-EXFDY L-4vaq Sy L-aq4 >y
L-AFAZ=> L-OxzZ)F75=> L-7ayy
L-&1) > L-EL/ YRFAY L-RLAZY

L-FOS Y L-/N) Y

(ST.26, pgh.3(e))

L-7 RINS XU
L-7 1)y

L-1y vy
L-EAaY Ty
L-c) T D7y

eSS /B 3. TRERY . ST HRIEHT S BTETREN

HYFET., TNLSNDGEEF TX] TRIZENTEFT, HIZIE,

OX2 o) (TSR, K ELET, FILZF1 T X ELFE

¥, (ST.26, pgh.29)

g5 [X] &, 1 20BREQHAHIZHIGLET,

ek

27



28

feature key & qualifier
7/ B %7 S/ B

m W DhDfeature keyZEFERAL T MESRT7 I/ B 2RI EMNTEET:

SITE HERBESHINTUWVEWT I/ BETT

MOD_RES MIERB B ESN=T I/ BETT

CARBOHYD GYaII)IET7 I/ BERT

LIPID 7 I/BICEESSMNAEEHKEEL TS L
okl

B EEdDfeature keydEhEh(d, BfZ R T HEZHFDOWLEDNOTE
qualifierz 8L ENH Y £9,
WIPO
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feature key & qualifier
73 BER 58T S /B

Gly-Ser-N-acetylAla-Ser-Asp-Val-Orn-Lys-Asn-Val-Leu
1 5 10

ST VIVA) THE

BIDT T =IF
RN CEHRREEBMHENTN-TEFILTSZ=ZVIZHSD

CDEHZIEFEICRT HIZ. BEIIKRIZE & 5~ Efeature key & qualifier
[TENM?



feature key & qualifier
73 BER 58T S /B

Gly-Ser-N-acetylAla-Ser-Asp-Val-Orn-Lys-Asn-Val-Leu

1

BIDT T =IF
RN CEHRREEBMHENTN-TEFILTSZ=ZVIZHSD

EHIRISRSNSHEHIE. ROBYTY
GSASDVXKNVL

10

ST VIVA) THE

30



feature key & qualifier
73 BER 58T S /B

31

Gly-Ser(N-acetylAla-Ser-Asp-Val-Orn-Lys-Asn-Val-Leu
1 5 10

BIDT T =IF
RN CEHRREEBMHENTN-TEFILTSZ=ZVIZHSD

» EARISTRESNDEIIEL. RDOAEY TY
GSASDVXKNVL

ST VIVA) THE

- fIEA 3] ® TMOD_RES] feature keyd & UMEHY TN-

acetylalanine] ONOTE qualifier

WIPO
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feature key & qualifier
73 BER 58T S /B

DTS =UIE

Gly—Ser—N—acetylAla—Ser—Asp—VaLys—Asn—Val—Leu
1 5 10
RN CTHIREEHEINTN-TEFILT I = UICED

« BLAIRISRESNADEIIE. RDAEY T :

GSASDVXKNVL

- fIEA 3] ® TMOD_RES] feature keyd & UMEHY TN-
acetylalanine] ONOTE qualifier

« IEM 7] @ TSITE] feature key$ &K UMEAM lornithine] @
NOTE qualifier

WIPO
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feature key & qualifier
73 BER 58T S /B

Gly-Ser-N-acetylAla-Ser-Asp-Val-Orn-Lys

1

5

LD T7 =1
AR TEHERZBEMHEINTN-TEFILTSZUIZH D

BLAIRICTR SN AEHIEX, RDEY TT :

GSASDVXKNVL

KIEMN 3] @ TMOD_RES] feature key$ &K UMEAY 'N-
acetylalanine] ONOTE qualifier

SIEM 7] O TSITE] feature keyd K MEAY Tornithinel @
NOTE qualifier

RIEMH 9] @ TCARBOHYD] feature keyd & UMEADY Asn

side-chain linked to asialyloligosaccharidel (ONOTE qualiﬁe‘g\“po

WORLD
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(LE DHZ I
FRTORFROUBRBT

BRI F(X. EEFPDfeatureDIBEZHANT A=HIZFERHINET
ST%K@ NMEELRFORRICET IDHEEGENAHY FT

XOLAFEBELVT S /BERIICIE. ROMEZBBRFOBEKXEFERTE
F7 :

Location descriptor Syntax Description
type

Single residue number .4 Points to a single residue in the sequence.

Residue numbers oWy Points to a continuous range of residues bounded by and

delimitating a sequence including the starting and ending residues.

span

Residues before the first | <x Points to a region including a specified residue or span of

or beyond the last >X residues and extending beyond a specified residue. The '<' and

specified residue number | <x..Yy '>' symbols may be used with a single residue or the starting
Xe.2y and ending residue numbers of a span of residues to indicate
<X..>Y | that a feature extends beyond the specified residue number.

WIPO Standard ST.26, paragraph 66(a) WIPO
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GIE DR
FRTCOHFROMBERRT

Location Example Description
4¢7 Points to residue 467 in the sequence.
340..565 Points to a continuous range of residues bounded by and including

residues 340 and 565.

<1 Points to a feature location before the first residue.

<345..500 Indicates that the exact lower boundary point of a feature is unknown.
The location begins at some residue previous to 345 and continues to
and includes residue 500.

<1..888 Indicates that the feature starts before the first sequenced residue and
continues to and includes residue 888.

1l..-3888 Indicates that the feature starts at the first sequenced residue and
continues beyond residue 888.

<1l..>888 Indicates that the feature starts before the first sequenced residue and
continues beyond residue 888.

WIPO Standard ST.26, paragraph 70(a) WIPO
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Location descriptor type

Syntax

Description

A site between two
adjoining nucleotides

XMy

Points to a site between two adjoining nucleotides, e.g.,
endonucleolytic cleavage site. The position numbers for the
adjacent nucleotides are separated by a carat (*). The permitted
formats for this descriptor are x*x+1 (for example 55*56), or, for
circular nucleotides, x*1, where “x” is the full length of the
molecule, i.e. 1000"1 for circular molecule with length 1000.

WIPO Standard ST.26, paragraph 66(b)

WIPO
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Location example

Description

123~124

Points to a site between residues 123 and 124.

ge7n1

position 867

In a circular molecule with 867 residues, points to a site between
the residue indicated as position 1 and the residue indicated as

WIPO Standard ST.26, paragraph 70(b)

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION

38



B DRz
GBRBT - 7 T/ BERIIOEKLT — R

I EECIF X.. yl:l:
HIZEASINT-15

[CROSSLNK] F7=[& TDISULFID] feature keyé& &
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Location descriptor type

Syntax

Description

Residue numbers joined
by an intrachain cross-link

Points to amino acids joined by an intrachain linkage when used
with a feature that indicates an intrachain cross-link, such as
“CROSSLNK” or “DISULFID”.

WIPO Standard ST.26, paragraph 66(c)

WIPO
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<SequenceData sequenceIDNumber="4">
<INSD5eq>
<INSDSeq_length»81</INSDSeq_length:
<INsDSeq_moltype»AA</INSDSeq_moltypes
<INSDSeq_division»PAT</INSDSeq _division>
<INSDSeq_feature-table:
<INSDFeatures>
<INSDFeature_key>SOURCE</INSDFeature_key>
<INSDFeature_location»1..81</INSDFeature_location:
<INSDFeature_gquals:>
<INSDQualifier>
<INSDQualifier name>MOL_TYPE</INSDQualifier_name:
<INSDQualifier valuerprotein</INSDQualifier_value:>
</INSDQualifier:
<INSDQualifier id="q25">
<INSDQualifier name>ORGANISM</INSDQualifier_name:
<INSDQualifier wvaluersynthetic construct</INSDQualifier walue:>
</INSDQualifiers
</INSDFeature_quals>
«/INSDFeatures>
<INSDFeatures>
<INSDFeature_key>DISULFID</INSDFeature_key:
<INSDFeature_location»3@..5@</INSDFeature_location:>
<INSDFeature_gquals>
<INSDQualifier id="q22">»
<INSDQualifier name>MOTE</INSDQualifier_name:>
<INSDQualifier valuerdisulfide bond</INSDQualifier value:
</INSDQualifiers
</INSDFeature_quals>
«/INSDFeatures>
</INSDSeq_feature-table>
<INSDSeq_sequence>QKKMIQFFKITHRYYYDIIEHLCAKYDMNSVISNALFAKLNLMOYTDGLS THEKITILNTSNPLTFSIVISLQRCVINLGST </ INSDSeq_sequences
</INSDSeq>
</SequenceData>

INTELLECTUAL PROPERTY
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GIE DR
X5 LAF RERSIOEEEET

DNAFH &K URNAEZH| TIX, Tjoinl . Torder] . [complement] 3 D®M
MEEEFHILFIAREETT

OINEEREFOFERAIE. BB FICLE>TREREINEIXY LA F FEE
AEYMERNTOERICK > TYENICEMT S EZEKRLET (ST.26,
paragraph 68)

ljoin] & Torder] #EATHEHEIZIK, << EH2DDa VI TRY]
bn=fERBFNINETT

[complement] [& Tjoin] £7=[& Torder] EMAEHETHERATEET

Location syntax Location description

join (location, location, ..., location) The indicated locations are joined (placed end-to-
end) to form one contiguous sequence.

order (locati{:]n, l{:]catiC)n, R lC}'{:atiDn.} The elements are fOL.Ind |n .the SpeCIfled Order bu.t

nothing is implied about whether joining those
elements is reasonable.

complement (location) Indicates that the feature is located on the strand
complementary to the sequence span specified
by the location descriptor, when read in the 5’ to

3’ direction or in the direction that mimics the 5 to
3’ direction.

WIPO Standard ST.26, paragraph 67
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Location example Description

join(12..78,134..202) Indicates that regions 12 to 78 and 134 to 202 should be joined to
form one contiguous sequence.

order(15..228,341..502) Indicates that regions 15 to 228 and 341 to 502 are present in the
specified order

complement (34..126) Starts at the nucleotide complementary to 126 and finishes at the
nucleotide complementary to nucleotide 34 (the feature is on the
strand complementary to the presented strand).

complement (join(2691..4571, Joins nucleotides 2691 to 4571 and 4918 to 5163, then
4918..5163)) complements the joined segments (the feature is on the strand
complementary to the presented strand).

Jjoin(complement (4918..5163), Complements regions 4918 to 5163 and 2691 to 4571, then joins
complement (2651..4571)) the complemented segments (the feature is on the strand
complementary to the presented strand).

WIPO Standard ST.26, paragraph 70(b)

WIPO
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W Qualifierl¥featurex = LICEZLET

W Qualifierld. qualifier®&ai&. %< DiFE. qualifierd{E & THERESh
FY <INSDQualifier>
<INSDQualifier name>transl_table</INSDQualifier name>
<INSDQualifier_value>12</INSDQualifier value>
</INSDQualifier>

WIPO
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QualifierD1E

QualifierlEfeaturez= S HIZEELET

Qualifierl&. qualifierd&dIE . < DIFE. qualifierDfE & THEBR S
EX]

<INSDQualifier>
<INSDQualifier name>transl_table</INSDQualifier name>
<INSDQualifier_value>12</INSDQualifier value>

</INSDQualifier>

& feature keylZlX. £ DfeaturelZfEARIEEEqualifierd ) X A BHY FT
o —HBMfeature keylZI&. WEDqualifierid Y £9,

WIPO
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QualifierlEfeaturez= S HIZEELET

Qualifierl&. qualifierd&dIE . < DIFE. qualifierDfE & THEBR S
EX]

<INSDQualifier>
<INSDQualifier name>transl_table</INSDQualifier name>
<INSDQualifier_value>12</INSDQualifier value>
</INSDQualifier>

& feature keylZlX. £ DfeaturelZfEARIEEEqualifierd ) X A BHY FT
o —HBMfeature keylZI&. WEDqualifierid Y £9,

feature key & Z M {#F A EIRE AR qualifierl. ST.26, Annex IMSection 5 (X
9 LA F FE2S)) & USection7 (7 = /BB ICEEEBSNTUVET

o

48
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f5l] - feature key 'misc_binding] (21, 1 DD @wZEDqualifier 'bound_moiety |
& 6 DDEEDqualifierhdd Y £9 -

.12,

Feature Key

Definition

Mandatory qualifiers

Optional qualifiers

Comment

misc_binding

site in nucleic acid which covalently or non-covalently binds another moiety that
cannot be described by any other binding key (primer_bind or protein_bind)

bound_moiety

allele
function
gene
gene_synonym
map

note

note that the regulatory feature key and regulatory_class qualifier with the value
“ribosome_binding_site” must be used for describing ribosome binding sites

(ST.26, Annex |, Section 5.12) WIPO
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QualifierM &

Qualifier(Ifeaturez S L ICEELFT

Qualifierl&. qualifierd&dIE. %< DIFE. qualifierDfE & THEBR S

i j_ <INSDQualifier>

<INSDQualifier name>transl_table</INSDQualifier name>

<INSDQualifier value>12</INSDQualifier value>
</INSDQualifier>

&feature keylZIX. £ DfeaturelZ{EAAIREEqualifierd ) X FHAHY FT
—EBDfeature keylZl. wZEDqualifierh’dH L) £,

feature key & # M {# A RIRE AR qualifierl. ST.26, Annex IMSection 5 (X
9 LA F FEES)) & USection7 (7 =/ E&ELH]) ICEEEBE SN TUVET

o

X LA F FESIDqualifierld. £ 05RA & & £ (2ST.26, Annex 1)

Section6 (X% LA F FEEFI) £XUSection8 (7 =/ ﬁa@ﬂ?‘]) [ZE0EK
SNTULWET,



Qualifierd{

B

6.3. Qualifier bound_moiety
Definition name of the molecule/complex that may bind to the given feature
Mandatory value format free text
Language-dependent: this value may require translation for National/Regional
procedures
Example <INSDQualifier_value>GAL4</INSDQualifier_value>
Comment A single bound_moiety qualifier is permitted on the "misc_binding"”, "oriT" and
"protein_bind" features.
6.22. Qualifier gene

Definition

Mandatory value format

Example

Comment

symbol of the gene corresponding to a sequence region
free text
<INSDQualifier_value>ilvE</INSDQualifier_value>

Use gene qualifier to provide the gene symbol; use standard_name qualifier to
provide the full gene name.

(ST.26, Annex |, Section 6.3 4 & 0/6.22) ngﬁ'ﬂg
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1. BRINZEZE S NT-EDE IR Z HFFDqualifier
2. EEINT-EORR FFDqualifier

3. {EAVELHI T & S qualifier

4. {ED %5 Lyqualifier

5. T21)—FTF%X k| {EZ#EFDqualifier
- [21)—F%X k] qualifier®EDH Tty k&
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QualifierD1E
Bzt 44 7 — BEICEE SN EOBIRE

ERINZE R SN EDEIRE % Dqualifier
1l -

lcodon_start] —f{El& M1y . T21 . F£f=IE 3] A ATEE

6.9. Qualifier codon_start

Definition indicates the offset at which the first complete codon of a coding feature can be
found, relative to the first base of that feature.

Mandatory value format 1lor 2 or 3

Example <INSDQualifier_value>2</INSDQualifier_value>

WIPO
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6.

60.

Qualifier

Definition

Mandatory value format

Example

Comment

rpt_type

structure and distribution of repeated sequence

one of the following controlled vocabulary terms or phrases:
tandem

direct

inverted

flanking

nested

terminal

dispersed

long_terminal_repeat
non_Tltr_retrotransposon_polymeric_tract
centromeric_repeat

telomeric_repeat
x_element_combinatorial_repeat
y_prime_element

other

<INSDQualifier_value>inverted</INSDQualifier_value>
<INSDQualifier_value>long_terminal_repeat</INSDQualifier_value>

Definitions of the values:

tandem - a repeat that exists adjacent to another in the same orientation;

direct - a repeat that exists not always adjacent but is in the same orientation;

inverted - a repeat pair occurring in reverse orientation to one another on the
same molecule;

UNGANIZATIUN
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QualifierD1E
£ 44 T - BRICEE SN EORRK

B ERICERSINEOEIRE 2 Dqualifierdif4& . WIPO Sequenceld. AT
EHRITRTHDEFFRIHRESNEEROYTEY YR MIRRLET

QUALIFIERS

Qualifier Name *
Qualifier Value —

rpt_type

tandemn

direct

inverted

flanking

nested

terminal

long_terminal_repeat

non_ltr_retrotransposon_polymeric_tract

SEQUENCE centromeric_repeat

telomeric_repeat
¥x_elernent_combinatorial_repeat
y_prime_elemeant
other

WIPO
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Quahﬂer@fE
MRAA T - EHShi-EORR

Z SN T-{ED K & HFDqualifier

. Tanticodon] —fEIXFRDBEXTLHZIFNEGTY FEA
[(pos:<fi&>,aa:<7 = / #>seq:<TF R b>)]

6.2. Qualifier anticodon
Definition location of the anticodon of tRNA and the amino acid for which it codes
Mandatory value format (pos:<location>,aa:<amino_acid>,seq:<text>) where <location> is the position of the

anticodon and <amino_acid> is the three letter abbreviation for the amino acid
encoded and <text> is the sequence of the anticodon

Example <INSDQualifier_value>(pos:34..36,aa:Phe,seq:aaa)</INSDQualifier_value>
<INSDQualifier_value>(pos:join(5,495..496),aa:Leu,seq:taa)</INsDQualifier_value>

<INSDQualifier_values>(pos:complement(4156..4158),aa:Glu,seq:ttg)</INSDQualifier_val
ue>

WIPO
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EHEL S T & % qualifier

5] . Ttranslation] —{EIX 1 XFND7 2/ BESZFEA LB TLHITH

FGYFEEA

6.79. Qualifier

Definition

Mandatory value format

Example

Comment

translation

one-letter abbreviated amino acid sequence derived from either the standard (or
universal) genetic code or the table as specified in a transl_table qualifier and
as determined by an exception in the transl_except qualifier

contiguous string of one-letter amino acid abbreviations from Section 3 of this
Annex, "X" is to be used for AA exceptions.

<INSDQualifier_value>MASTFPPWYRGCASTPSLKGLIMCTW</INSDQualifier_value>

to be used with ¢DS feature only; must be accompanied by protein_id qualifier when
the translation product contains four or more specifically defined amino acids; see
trans1_table for definition and location of genetic code Tables; only one of the
qualifiers translation, pseudo and pseudogene are permitted to further annotate a
CDs feature.

WORLD
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qualifier Treplacel —1{ElZ, B—DX YU LA F FEE. BREDEF, F
FZIXZEICT B ENTEET

replace] MDZEDEIL., ®IHT BfeaturelZ RENTWIEEDRELFE
kLET

6.57. Qualifier replace

Definition indicates that the sequence identified in a feature’s Tlocation is replaced by the
sequence shown in the qualifier’s value; if no sequence (i.e., no value) is
contained within the qualifier, this indicates a deletion

Mandatory value format free text

Example <INSDQualifier_value>a</INSDQualifier_value>
<INSDQualifier_value></INSDQualifier_value> - for a deletion

WIPO
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qualifier Treplacel —1{ElZ, B—DX YU LA F FEE. BREDEF, F
FZIXZEICT HENTEFET

replace] MDZEDEIL., ®IHT BfeaturelZ RENTWIEEDRELFE

RLET

6.

57.

Qualifier

Definition

Mandatory value format

Example

replace

indicates that the sequence identified in a feature’s Tlocation is replaced by the
sequence shown in the qualifier’s value; if no sequence (i.e., no value) is
contained within the qualifier, this indicates a deletion

free text

<INSDOoualifier wvalue>a</INSDOualifier value>

<INSDQualifier_value></INSDQualifier_value> - for a deletion

/

/
[Z2D{E] WIPO
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“environmental_sample”  “germline” “‘macronuclear”  “proviral’

6.51. Qualifier proviral

Definition this qualifier is used to flag sequence obtained from a virus or phage that is
integrated into the genome of another organism

@at )

WIPO Sequence Tl&., {ED % L qualifierlZ{EZEMTEEEA

Zh 5 Dqualifierld,. ZZ® TINSDQualifier value] BEZZ#EFE D LIETE
FHA

WIPO
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QualifierD1E
B2/ T-)—FTFX b

% < Qqualifierlx T7)—7TFX k] DEOEXZHELET

ST.26(Mparagraph 3(n)IZ. T2V —FFX +] & T... FZDqualifier D= D1E
DEXD—FETH Y., LG TFI T L—IDEXEIEMDIET X
' (Annex /2R 9) THRSIAFT] EEESNTULET,

21)—FT %X bqualifier®{ElZ 1 0 0 O XFIZHIRESH TLVET (ST.26,
paragraph86)

[2)—F%X ] DEOKRKXZEDqualifierdy Tty ME. [ FiEZ4&k#AA TF

[EEEIRTF] 2V —TFRA MK TEHA., HEME., F-EXERMGZFRSE TIE.
HERNMELGIZEENHY £9, 1 ST.26, paragraph 3(0)

WIPO
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QualifierMD{E
ﬁ/‘td)’ﬂ’f? 21)— T;\:X I~

EEREFI)—TXX kI ExFEDOqualifierld. FIRRNALEGIZENH
VET

7)) —TXX FDEDOER FHDqualifierMEEICIKET AN EINEE
DEDIZHIEFT 5 ?
- ST.26, Annex |, Section 6MTable 51, SEI&kEI)—TFRAMED
BREHEDIDITARTHOXY LA F FEESlqualifierDMiEg SN TLVET
- ST.26, Annex |, Section 8MTable 6I1Z, SEBIKkEI)—TFRAMED
BREHFEDIDITARTOHOT I/ BEESIqualifierNit&sH SN TWHVET
- qualifier®FHBAD THEDEDORRK] ZRTL L

6.5. Qualifier cell_type
Definition cell type from which the sequence was obtained
Mandatory value format free text
anguage-dependent: this value may require translation for National/Regio
procedures
Example <INSDQualifier_value>Teukocyte</INSDQualifier_value>

N LLECTUAL PROPERTY
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6.20. Qualifier frequency
Definition frequency of the occurrence of a feature
Mandatory value format free text representing the proportion of a population carrying the feature
expressed as a fraction
Example <INSDQualifier_value>23/108</INSDQualifier_value>
<INSDQualifier_value>1 in 12</INSDQualifier_value>
<INSDQualifier_value>0.85</INSDQualifier_value>
6.21. Qualifier function
Definition function attributed to a sequence
Mandatory value format free text

uage-dependent: this value may require translation for National/Region
procedures

Example <INSDQualifier_value>essential Tor recognition oT cofactor </INSDQualifier_value>

comment The function qualifier is used when the gene name and/or product name do not convey
the function attributable to a sequence.

WIPO
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[EEBIKET7 ) —TF X k] qualifierdfElx. BHIRXMLIZ2 DDEEE (
HEBLHEEUSNDEE) TR TEET (ST.26, paragraph 87)

FEEDEEKFEqualifierD{ElL. INSDQualifier valueE &SR T 2N E
NHYFET
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[EEBIKET7 ) —TF X k] qualifierdfElx. BHIRXMLIZ2 DDEEE (
HEBLHEEUSNDEE) TR TEET (ST.26, paragraph 87)

BEMOEEKIFqualifierD{ElE. INSDOQualifier valueBZEIZiER§ HANHE
KHYFET

HELISNDEETOHEEKTFqualifierd{ElZ. NonEnglishQualifier value
BRICEEARTEINELNHYET
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QualifierMD{E
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[EEBIKET7 ) —TF X k] qualifierdfElx. BHIRXMLIZ2 DDEEE (
HEBLHEEUSNDEE) TR TEET (ST.26, paragraph 87)

BEMOEEKIFqualifierD{ElE. INSDOQualifier valueBZEIZiER§ HANHE
KHYFET

HELISNDEETOHEEKTFqualifierd{ElZ. NonEnglishQualifier value
BRICEEARTEINELNHYET

NonEnglishQualifier_valueE & (&, SE&KFIV—THFX MEDOEKX %
FrDqualifier[Zxt L TOAEARIEETY (ST.26, paragraph 87 (b))
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<SequenceData sequencelDNumber="2">»
<INSDSeq>
<INSDSeq_length>29</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeqg_division>PAT</INSDSeq_division:>»
<INSDSeq feature-table>
<INSDFeature=>
<INSDFeature_key>SOURCE</INSDFeature_key>
<INSDFeature_location>1..29</INSDFeature_location>
<INSDFeature quals>
<INSDQualifier>
<INSDQualifier_name>0RGANISM</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
< /INSDQualifier>
- <INSDQualifier>
<INSDQualifier_name>MOL_TYPE</INSDQualifier_name>
<INSDQualifier value>protein</INSDQualifier value>
< /INSDQualifier>
- <INSDQualifier id="q1">
<INSDQualifier name>NOTE</INSDQualifier name>
<INSDQualifier value>Synthetic peptide antigen fragment</INSDQualifier value>
<NonEnglishQualifier _value>Synthetisches Peptidantigenfragment</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSLSDVRKDVEKRIDKALEAFKNKMDKEK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="3">

WORLD
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XMLOEHIRIZHEZZ LS DqualifierDENE TN TLNRIGE

1. BESIRXMLDIIL— FERIE, BUGZ2XFOEEI—FOBEZHED
[nonEnglishFreeTextLanguageCode] B4EZSA TWEITNIEXAZY F
HA (ST.26 paragraph 43 & & U 87 (b))

¢5T265equencelisting dtdVersion="V1 3" fileName="st26-annex-iii-sequence-listing-specimen.xml” softwareName="WIPO
Sequence” softwareVersion="1.8" productionDate="2822-81-81" originalFresTextlanguageCode="de"
nenEnglishFreeTextLanguageCode="de" >

WIPO
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XMLOEFIRIZHEZZ LS DqualifierDENE TN TS IEE

1. BESIRXMLD L — FERIE, BYGR2XFOEFI— FOBEZRED
[nonEnglishFreeTextLanguageCode|] B ZEATWEITNIEIG Y FHA (ST.26
paragraph 43 & & U 87 (b))

2. EBHRADT R TDE BKTFqualifierl&. TnonEnglishFreeTextLanguageCode ]
BEHETHEESN-EEOELZHFLLTNEGRYEFEA ;

WIPO
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XMLOEFIRIZHEZZ LS DqualifierDENE TN TS IEE

1. BESIRXMLD L — FERIE, BYGR2XFOEFI— FOBEZRED
[nonEnglishFreeTextLanguageCode|] B ZEATWEITNIEIG Y FHA (ST.26
paragraph 43 & & U 87 (b))

2. EBHRADT R TDE BKTFqualifierl&. TnonEnglishFreeTextLanguageCode ]
BEHETHEESN-EEOELZHFLLTNEGRYEFEA ;

3.NonEnglishQualifier _value$ & T'INSDQualifier_value ® /5 AS B — M qualifier(Z 5t
LTHET SHE. 2DODERICEFNSFERIIAEIT HLOTRITNEGY FH
A (ST.26 paragraph 87 (c)) »

WIPO
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INSDQualifier Tid] EtE&I1E?

ST.26 paragraph 87(d)IZI&. /FiZ#kAAqualifier D5 £, INSDQualifier Z&

ICHEEDEMDZEHESLENTELET, CDEFEMHEDEIX. q) DEIZIE
BRI B TLIIAELG 6T (AL /9237 ) . 1 2D

|NSDQua|ifier%‘§%/:ﬁl, CT—EBETCHIIAIEH Y FEA, DFEY. BHEDEIL

 BHFRTFAINTL EETREFEIASEDTEHIIAIEL Y FEA, | &
EESINTULET,

<INSDQualifier/id="g2"
{INSDQuallfler name}note</INSDQualifier name:>

valle>common name: tomato</INSDQualifier value:
<NonEnglishQualifier wvalue:gemeinsamen MNamen: Tomate</MonEnglishQualifier value:

< /INSDQualifiers>

WIPO
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INTELLECTUAL PROPERTY
ORGANIZATION



QualifierMD{E
MROBEE - [SEEKETU—FFR b

INSDQualifier Tid] ET¥ :

WIPO SequencelZ &K AXLIFFZ7 7 A ILAD IO RAiR— MMIFREZHE L
3 B E[REME D B B qualifierDEZE—ZEIZ#EAT 5 ;

zTE ;
E Bk fFqualifierl 2D & E A AT BE ;
B RN T—ETHLIDELH S ;

WIPO SequencelZ & 2 TER SN SXMLICEEMIZEME N B,

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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QualifierMD{E
MROBEE - [SEEKETU—FFR b

[originalFreeTextLanguageCode| &%

Sequence” softwareVersion="1.8" productionDate="2022-81-01" originalFreeTextlanguageCode="de"

<5T265equencelisting dtdVersion="V1_3" fileMame="st26-annex-iii-sequence-listing-specimen.xml” socftwareName="WIPO
nonEnglishFreeTextlanguageCode="de">

ST.26 paragraph 4312, [loriginalFreeTextLanguageCode] EtEl&. S
KFEZ)—TFX kqualifierhBMER SN F-BE—DITTOEEBNDEEI—F...]
EERSNTULET,

CORMEEIEETY

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION



YR TE S — R
DNA/RNA/NA T 1) vy F59F.
DNARD DS VILE LD
RNAFDF I >

WWWWW
TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO



YR TEr— X

FE - ST26TIEYSUIIZ Tul BEIXGEHETETETA
DNATIZ lt] [EF I TY
RNATIL Tt] (95 IILTT

BREIARELVFTVAIEIRD2DTY -
1. DS VIIEBIERZXE T SADNADFEFIEF I UORBRIERZET S
RNAZF ;
2. DNA/RNA/NA J'1) vy KoF

76



YR TEr— X

DNARK

77

D)5 )L ERNAH

ADF I

BRSNSV IIBREIEEZH I SDNABRFLIEIF I UORKBRIEEZE TS
RNABH®RZEIT A58 - [BEHXILAF ] ELTERBRLET

VAVAVAVA VA NEERVAVAVAVAVA
DNA RNA

ST.26 Paragraph 148 @EHINET :

4. 328 iy /£, DNAT/EF I, RNATIETOS I EBEREAFET, DNA
BDTZ ) FEIERNAFDF I T X I LT F F &AL S . paragraph
19/Z578t X4 B L S5 /Zfeature table/ZZ£ L < G278 L o (F AL Y FHA,

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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YR TEr— X

DNA$ & U'RNAEZ 5

HHHBETRORNAERINATSNTVET -

5'-cgucccacgugtccgagqua-3"'

126100 TFI ) IZFELTLESL, COREE. BHiXOLAFF
ELTOFERMFITALETY,

ST.26Mparagraph 1912 I1XRD K S IZEBEFH SN TULVET : DNAFD/ED
ZUNFEEERNAFDF I NE, X LT FRFEAZSAET, &
JITIE [ty &L THES A, feature key /modified bases . qualifier D&
& L T /OTHER, ##F Dqualifier /mod_bases . qualifier DEL L T
luracily ZE7=/& lthymines # &4 F##FDqualifier /notes FMAHLVT

feature table /& 5 /0T BLESH Y E T,

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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YR TEr— X

DNA$ & U'RNAEZ 5

HHHBETRORNAERINATSNTVET -

5'-cgucccacgugtccgagqua-3"'

126100 TFI ) IZFELTLESL, COREE. BHiXOLAFF
ELTOFERMFITALETY,

ST.26Mparagraph 1912 I1XRD K S IZEBEFH SN TULVET : DNAFD/ED
ZUNFEEERNAFDF I NE, X LT FRFEAZSAET, &
JITIE [ty &L THES A, feature key /modified base . qualifier D&
& L T IOTHER, ##¥7Doqualifier /mod_base/ . /uracily F//F [
thymines # &7 F#7F Dqualifier /notes #/H() Treature table/Z& 5/2
GLT BIENDHYFET,

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO



YR TEr— X

DNA$ & U'RNAEZ 5

&b HHBETRORNAERINATSNTHET -

5'-cgucccacgugtccgaggua-3"'

V| TRTOYSVLRRIERE M) TREIBFNERYERA, LI
5T, BHIRCTEIITRDES ITRENET -

cgtcccacgtgtccgaggta

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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YR TEr— X

DNA$ & U'RNAEZ 5

&b HHBETRORNAERINRATSNTVET -

5’ -cgucccacgugtccgaggua-3’

V| TRTOYSVLRRIERE M) TREIBFNERYERA, LI
5T, BHIRTEIITRDES ITRENET -

cgtcccacgtgtccgaggta
\/ fIEM 121 Dfeature key 'modified_base |

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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YR TEr— X

DNA$ & U'RNAEZ 5

HHHBETRORNAERINATSNTVET -

5’ -cgucccacgugtccgaggua-3’

V| TRTOYSVLRRIERE M) TREIBFNERYERA, LI
5T, BHIRTEIITRDES ITRENET -

cgtcccacgtgtccgaggta
\/ fIEM 121 Dfeature key 'modified_base |
\/ [EHA TOTHERJ Mqualifier 'mod_base |
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YR TEr— X

DNA$ & U'RNAEZ 5

HHHBETRORNAERINATSNTVET -

5’ -cgucccacgugtccgaggua-3’

V| TRTOYSVLRRIERE M) TREIBFNERYERA, LI
5T, BHIRTEIITRDES ITRENET -

cgtcccacgtgtccgaggta
\/ fIEM 121 Dfeature key 'modified_base |
\/ [EA TOTHERJ ®Mqualifier T'mod_base |
‘/ {EAY Tthymine] ®dqualifier Mnote



¥R —X

DNAF & 'RNAEZ S

<SequenceData sequenceIDNumber="3"3>
<INSD5eq>
<INSDSeq_length>28</INSDSeq_length:
<INSDSeq_moltype»RNA</INSDSeq moltype:
<INSDSeq_division»PAT</INSDSeq_division
<INSDSeq_feature-table:
<INSDFeature>
<INSDFeature_keyrsource</INSDFeature key>
¢INSDFeature_location:1..28</INSDFeature_ location:
<INSDFeature_quals:
<INSDQualifier:
<INSDQualifier namexmol_ type</INSDQualifier name:
<INSDQualifier waluerother RMA</INSDQualifier valuex
</INSDQualifier:>
<INSDQualifier id="g7"»
<INSDQualifier namerorganism</INSDQualifier_name:
<INSDQualifier waluersynthetic construct</INSDQualifier_walue:
</INSDQualifier:
</INSDFeature_quals:
«/INSDFeature:>
<IMSDFeature>
<INSDFeature_keyrmodified base</INSDFeature_key>
<INSDFeature_location»>12</INSDFeature_location:
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name»mod_base</INSDQualifier_name:
<INSDQualifier waluexOTHER</INSDQualifier_waluel
</INSDQualifier:
<INSDQualifier id="qg8">
<INSDQualifier_namernote</INSDQualifier_name>
<INSDQualifier waluexthymine</INSDQualifier value>
</INSDQualifier:
</INSDFeature_quals:
< /INSDFeature:>
</INSDSeq_festure-table>
<INSDSeq_sequencercgtcccacgtgtccgaggta</INSDSeq_sequences
</INSDSeq>
</SequenceData>

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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YR TEr— X

DNA/RNA/NA T'1) v KEZF]

BRIIMNA Ty FRFTHHAEE. THEHLE., BHEO—EHADNATH
Y. BRO—EHNARNATHDEE -

A G A G A G A G A G
c//\1// \C SN\ U//\c //\U // \C

DNAES A2+ RNAEST A+

ST.26MParagraph 55 @A NFET -

[55. 1 DUULDX O LFF FODNAEITAX 2 FERNAET A FDGHEEELX D
LA F FESIDEE. 2 FEIFDNAL LG ITAIEL Y F¥HA, #&85 L 7~-DNA/RNAS
F/Z DUV T/E, feature key /sources &, fEAY /synthetic constructy D#ZED
qualifier /organism_/ &£ UMESY /other DNA D#iZEDqualifier /mol_types & #/F
() Tleature table/Z & 5 /CFEM T B ENH Y F T, #55 L /=-DNAIRNALFDDNAL
LURNAEIT X FDEAFAIZDUVTIE, feature key /misc_feature/ &, #27°X
> FADNAZDRNA D FxFqualifier /note) FHIVTES/ICGBAT BLEN DY FET
./ WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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YR TEr— X

DNA/RNA/NA T'1) v KEZF]

BRIIMNA Ty FRFTHHAEE. THEHLE., BHEO—EHADNATH
Y. BRO—EHNARNATHDEE -

A G A G A G A G A G
c//\1// \C SN\ U//\c //\U // \C

DNAES A2+ RNAEST A+

ST.26MParagraph 55 @A NFET -

[55. 1 DUULDX O LFF FODNAEITX 2 FERNAET A FDGHEEELX D
LA F FESIDEE. ZFEIFDNAL LG ITAIEL Y F¥HEA, #&E5 L 7~-DNA/RNAS
F/Z DUV T/E, feature key /sources &, fEAY /synthetic constructy D#ZED
qualifier /organism_/ &£ UMESY /other DNA D#iZEDqualifier /mol_types & #/F
() Tleature table/Z & 5 /CFEM T B ENH Y F T, #55 L /=-DNAIRNALFDDNAL
LURNAEIT X FDEAFAIZDUVTIE, feature key /misc_feature/ &, #27°X
> FADNAZDRNA D FxFqualifier /note) FHIVTES/ICGBAT BLEN DY FET
./ WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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YR TEr— X

DNA/RNA/NA T'1) v KEZF]

BRIIMNA Ty FRFTHHAEE. THEHLE., BHEO—EHADNATH
Y. BRO—EHNARNATHDEE -

A G A G A G A G A G
c//\1// \C SN\ U//\c //\U // \C

DNAES A2+ RNAEST A+

ST.26MParagraph 55 @A NFET -

[55. 1 DUULDX O LFF FODNAEITAX 2 FERNAET A FDGHEEELX D
LA F FESIDEE. 2 FEIFIDNAL LG ITAIEL Y F¥HEA, #&5 L 7~-DNA/RNAS
F/Z DUV T/E, feature key /sources &, fEAY /synthetic construct/ D#£ZED
qualifier /organism_/ &£ UMESY /other DNA D#iZEDqualifier /mol types & #5H
() Tleature table/Z & 5 /CFEM T B ENH Y F T, #55 L /=-DNAIRNALFDDNAL
LURNAEIT X FDEAFAIZDUVTIE, feature key /misc_feature/ &, #27°X
> FADNAZDRNA D FxFqualifier /note) FHIVTES/ICGBAT BLEN DY FET
./ WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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YR TEr— X

DNA/RNA/NA T'1) v KEZF]

BRIIMNA Ty FRFTHHAEE. THEHLE., BHEO—EHADNATH
Y. BRO—EHNARNATHDEE -

A G A G A G A G A G
c//\1// \C SN\ U//\c //\U // \C

DNAES A2+ RNAEST A+

ST.26MParagraph 55 @A NFET -

[55. 1 DUULDX O LFF FODNAEITAX 2 FERNAET A FDGHEEELX D
LA F FESIDEE. 2 FEIFDNAL LG ITAIEL Y F¥HA, #&85 L 7~-DNA/RNAS
F/Z DUV T/E, feature key /sources &, fEAY /synthetic construct/ D#ZED
qualifier /organism_/ &£ UMESY /other DNA D#iZEDqualifier /mol type/ & #/F
() Tleature table/Z & 5 /CFEM T B ENH Y F T, #55 L /=-DNAIRNALFDDNAL
LURNAEIT X FDEAFAIZDUVTIE, feature key /misc_feature/ &, #27°X
> FADNAZDRNA D FxFqualifier /note) FHIVTES/ICGBAT BLEN DY FET
./ WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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YR TEr— X

DNA/RNA/NA T'1) v KEZF]

BRIIMNA Ty FRFTHHAEE. THEHLE., BHEO—EHADNATH
Y. BRO—EHNARNATHDEE -

A G A G A G A G A G
c//\1// \C SN\ U//\c //\U // \C

DNAES A2+ RNAEST A+

ST.26MParagraph 55 @A NFET -

[55. 1 DUULDX O LFF FODNAEITAX 2 FERNAET A FDGHEEELX D
LA F FESIDEE. 2 FEIFDNAL LG ITAIEL Y F¥HA, #&85 L 7~-DNA/RNAS
F/Z DUV T/E, feature key /sources &, fEAY /synthetic constructy D#ZED
qualifier /organism_/ &£ UMESY /other DNA D#iZEDqualifier /mol_types & #/F
() Tleature table/Z & 5 /CGEM T B ENH Y F T, #55 L /-DNAIRNALFDDNAL
LURNAEITX > FDEAFAIZDLTIE, feature key /misc_feature/ &, #7°X
> FADNAZDRNA D 7 Fqualifier /note/ FHIVTES/ICBAT BLEN DY FET
./ WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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YR TEr— X

DNA/RNA/NA T'1) v KEZF]

& 5 HFETRODNA/RNA/NA T 1) FEEFIABHREINTLNET
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’

AXFDESIIDNAE R ZEER L. MNFDESIIRNARRZTERT .

FEE1-6&£27-321EDNA. FEE7-26[ZRNA

RDZEZERET D
1. £HDEFR
2. 7 FE Emol_type
3.DNAE L URNAE S A > FDHR

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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YR TEr— X

DNA$ & U'RNAEZ 5

& % HFE TRODNA/RNA/NA T 1) v FEIIABRENTLET -
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’
AXFDESIEIDNATZZR L. IMNXFDESIEIRNAT S ERT .

ST.26MParagraph 55[ZIERD L S IZEEEH SN TWEYT . [ . H2FEIL
DNA & LG ITAIEH 54 Y FE A, #a8 L/EDNAIRNAGFIZ DU TIE,
feature key /sources &. fE#4Y /synthetic constructy D#Z8dDqualifier

lorganism_ &L UMEST lother DNA Dz dDqualifier /mol_types &
# L) Cleature table /& 5 /2580 T BHEHNH Y ET ., J

v' 9FE = TDNA]
v/ qualifier Torganism name] = lsynthetic construct]
v qualifier 'mol_typel = lother DNA] WORLD
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YR TEr— X

DNA$ & U'RNAEZ 5

& 5 HFETRODNA/RNA/NA T 1) FEEFIABHREINTLNET
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’

AXFDESIIDNAE R ZEER L. MNFDESIIRNARRZTERT .

‘/ TARTODVIVILVEEEES It TREILETFNEGYFEEA, LIEEA-T
. BBIRTEINNIXRDESIZREINET :

acctgccgtcccacgtgtccgaggtagcatta

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO



YR TEr— X

DNA$ & U'RNAEZ 5

& % HFE TRODNA/RNA/NA T 1) v FEIIABRENTLET -
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’
AXFDEEFIEIDNARR D ER L. INXFDESIFRNARBTZRT .

ST.26MParagraph 55[Z[FRD K S ITREBE SN TWET - [BELE
DNA/RNA S FDDNAB L URNAE T X > FDEFAFAIZDIVTIL,
feature key /misc_features &, 7 X > FADNADRNAN FT
qualifier /note/ FHIVTES/ICFERT BLBELNH Y FET, J

‘/ 3DODET A2 k=320 Imisc_feature] feature key

93
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YR TEr— X

DNA$ & U'RNAEZ 5

& 5 HFETRODNA/RNA/NA T 1) FEEFIABHREINTLNET
5’ -ACCTGCcgucccacguguccgagguaGCATTA-3’

AXFDESIIDNAE R ZEER L. MNFDESIIRNARRZTERT .

v ETAURL, BEL6:
SLEMD M1..61 d I'misc_feature] feature key
{EAY TDNA] dDqualifier Mnote]

v AL k2, RET-26
SIEAMD 17..261 @ 'misc_feature] feature key
EAY TRNA] MDqualifier note]

v/ tT AT 3. HH27-32
SfIEA 127..32] ® 'misc_feature] feature key WIPO
{EAY TDNA] (Dqualifier Tnote] MR coruaL propERTY

ORGANIZATION



¥R —X

DNAF & 'RNAEZ S

<SequenceData sequenceIDNumber="4">
<INSD5eq>
<INSD5eq_length>32</INSD5eq_length>
<INSDSeq_moltype>DNA</INSDSeq _moltype
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table:
<IN5DFeature:
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature location>1..32</INSDFeature location:>
<INSDFeature quals>
<INSDQualifier:
<INSDQualifier name>mol type</INSDQualifier_name>
<INSDQualifier valuerother DMA</INSDQualifier value:>
</INSDQualifier:
<INSDQualifier id="gle":
<INSDQualifier namerorganism</INSDQualifier name:
<INSDQualifier value:synthetic construct</INSDQualifier wvalue:
</INSDQualifiers
</INSDFeature_quals:
</INSDFeature:>

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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YERTE T — R
DNA# & U'RNAEZ ]

<IMSDFeatures
<INSDFeature_key>misc_feature</INSDFeature_key>
<INsSDFeature_location»l..6</INSDFeature_location>
<INSDFeature_quals:>
<INSDQualifier id="gl1":
<INSDQualifier_name:note</INSDQualifier_name:
<INSDQualifier value>DNA</INSDQualifier walue>
</INSDQualifier>
</INSDFeature_gquals>
< /INSDFeature:>
<INSDFeature:
<INSDFeature_key»misc_feature</INSDFeature_key:>
<INSDFeature_location:7..26</INSDFeature_location:
<INSDFeature_quals:>
<INSDQualifier id="gl2":»
<INSDQualifier_name>note</INSDQualifier_name:
<INSDQualifier_wvalue»RMA</INSDQualifier_waluex
</INSDQualifisrs:
</INSDFeature_quals>
</INSDFeature>
<INsDFeature>
<INSDFeature_keyrmisc Teature</INSDFeature_key>
<INSDFeature_location»>27..32</INSDFeature_location
<INSDFeature_quals:
<INSDQualifier id="gql3™:>
<INSDQualifier name>note</INSDQualifier name:
<INSDQualifier_waluexDMA</INSDQualifier_waluex
</INSDQualifiesr>
</INSDFeature_quals:
< /INSDFeature>
</INSDSeq_feature-table:

<INSDSeq_sequenceracctgocgtocccacgtgtoecgagetageatta</INSDSeq_sequences

</INSDseq>
</SequenceData>
</5T265equencelisting>

DNAtEST A2 k1

RNAEST A2 k2

DNAEST A2 3

WIPO

WORLD

INTELLECTUAL PROPERTY

ORGANIZATION
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WIPO
ORLD



X9 L7x

D-7

111

/ i

C'

F FEEBIIA,

. BXUSR

7'-E§|J

WWWWW
TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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HLULvyFR
X9 LA F FELR

1L EDR Y LA F FEBUAESOREESIE. ST260RENIETT

X LA F FELUARIX, ST.26Mparagraph 3(9)2Q)D XU LAF K] OF
ZICAEINET

[HBEMEDEREZERET BEBE, 274 F 2R —X5— ) VBEREE-IL A —X
S — U BEEESLBBRDBBIERDIISIZFEM L -BIERDIIINEsh,
DB (TR L 5B E T B ENTEEZ2 T4 FS JUR—RS — 1) D EES-
(1) R—R5'"— 1) S FEDIELIE )

— MBI X LA F FEELURIZIX., RTF FEE (PNA) . J1)a—IL#
% (GNA) . FLA—RABEE. BILTDA )/ GELRHY FT

5'-3'"AM%ERY. ENbBAARICKRSILGHIFNEGY FEA, (ST.26,
paragraph 11)

99
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LS TR
X9 LA F FELR

HAHFFFHEETRD T ) a— LBk (GNA) EEIIARATESNATOET
PO,-tagttcattgactaaggctccccattgact-0H

B2 5 (DPO, 3k % [ZDNAERFI D5 Rk 2 5T 5

v COERIIE, BAERICADETNELRY EEA

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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HLULvyFR
X9 LA F FELR

HAHFFFHEETRD T ) a— LBk (GNA) EEIIARATESNATOET
PO,-tagttcattgactaaggctccccattgact-0H

B2 5 (DPO, 3k % [ZDNAERFI D5 Rk 2 5T 5

v/ COEFIE, BIRCEHETNERYEEA
v PODKLE 5 KII=HIET 2D T, BRIl
RLUEARICREBITNIERY EEA

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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B L L\ TR

X9 LA F FELR

HAHFFFHEETRD T ) a— LBk (GNA) EEIIARATESNATOET
PO,-tagttcattgactaaggctccccattgact-0H

B2 5 (DPO, 3k % [ZDNAERFI D5 Rk 2 5T 5

v/ COEFIE, BIRCEHETNERYEEA
v PO,MDXKimlE 5' iml=xf 59 DT, B
RLUEARICREBITNIERY EEA

\/ BESefA(Z. [modified_base] feature key, {EA TOTHER] @ T
mod_base] qualifier, & & U lglycol nucleic acids] # EDIEERIX U LA F
FOEBINTUWENWEEEAETE S Onote qualifier TERE T+ 5 HEM

hHYFET

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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CARRVAE £
X LA F FELEUR

- «INSDFeature=
<INSDFeature_key>modified_base</INSDFeature_key>
<INSDFeature_location>1..30</INSDFeature_location=

- <INSDFeature_quals>
- «<INSDQualifier>
<INSDQualifier_name>=mod_base=/INSDQualifier_name=
=INSDQualifier_value=>OTHER</INSDQualifier_valuex>
< INSDQualifier=
- <INSDQualifier=
<INSDQualifier_name>=note</INSDQualifier_name=
<INSDQualifier_value> 2,3-dihydroxypropyl nucleosides (glycol nucleic acids)</INSDQualifier_value=
< INSDQualifier=
</INSDFeature_quals>
< fINSDFeature=
</INSD5Seq_feature-table>
<INSDSeq_sequence=tagttcattgactaaggcteccccattgact</INSDSeq_sequence=

</INSDSeq=>
2 CDBIDE 5L BEEIT WIPO
WIPO Standard ST.26, Annex VI®DExample 3(9)-4/ZH Y F 7 WORLD

INTELLECTUAL PROPERTY
ORGANIZATION
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1DLULEDD-7E/BEZECT S/ BELHIIE,. ST26DREDRERTY
D-7 X / BI&. ST.26Mparagraph3 @)D 73 /81 OEFERIZTETENTLY
E3C

[ TS/ B ElF. AnneX |[CEDBGEEDIVT AN EHNTET CELDTEBELEED
FI/BEFEEHKLFET (Section 3, Table 3Z848) , FDLSILTFTI/BIZIE, & Yplf
 D-F S/ BELVEMEIEE -TEROAEZSL TS/ BOESFEAETT, J

D-7 =/ Beld, BLAldp, AIEe7EfRY RS9 HKRIEML-7 S /BEEEFS & LT
RITRIDENDHYFT

feature table([ZEfi7 S /EEE L TR SN B TNIEELRY FEHA
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HAFFHBETROEINNFRESNTNET ¢
D-Ala-D-Glu-Lys-Leu-Gly-D-Met

v COERIIE, BAERICADETNELRY EEA

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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B L LS TR

D-7 =/ i

HAFFHBETROEINNFRESNTNET ¢
D-Ala-D-Glu-Lys-Leu-Gly-D-Met

v, COmIlE. BIRICEOHETNELY ELA
v, RO&S12RLET : AGKLGM

v DT =2 2D TILE S VU, 6MDAFAZVIZE, Thtn 1
SITE] feature key, ., XA d 27 I/ BBOEBB I TOWVENWELEHLRS
£ TNOTE] qualifierC:ERZF T HHENHY FT

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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- <INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
- <INSDFeature_quals>
- <INSDQualifier id="q4">
<INSDQualifier_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>D-alanine</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
- <INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location»2</INSDFeature_location>
- <INSDFeature_quals>
- <INSDQualifier id="q5">
<INSDQualifier_name>NOTE </INSDQualifier_name>
<INSDQualifier_value>D-glutamic acid</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
- <INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>6</INSDFeature_location>
- <INSDFeature_quals>
- <INSDQualifier id="q6">
<INSDQualifler_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>D-methionine</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AEKLGM</INSDSeq_sequence>

o EFEDHIDE 54 SEEL

WIPO
WIPO Standard ST.26, Annex VIDExample 3(a)-1/=H Y £ 7,

WORLD
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ORGANIZATION
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# L L\ TR
73 I BL 5l

DIRAZERECH| & DR T =/ BRECSIIEST.26MHEENHRTY

NIEERS|DEHEBEN 1 OBALULDEAKMIZERZRINX I L F K.
FLIEAEULLDEARMIZCEZEIN-TI/BESUIHE. TOEEZE
BIRICEDIDHENHY FJ, (WIPO Standard ST.26, paragraph 7
)

RINROERZiE-I DRI DFEHBEEZ. JHEDSEQ ID HE =
DHDEINE L TEDIRENDHY FT
BERNDERNICERSINEREOHBRH TG, BLAOEHBEICE
TH5EARHICERERN-REORZEEIT ILENHYFET

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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L LorFE
S AR5

HHOLBETROEINEFONRTF FLRBH I TULNET
NH,-Asp-Gly-Ser-Ala-Lys-Lys-Lys-Lys-CO,H

/
/

NH,-Ala-Ala-Ser-His-Gly ‘

..... TV DAINKREIRIGE ) UDRIEEDEDT = FE
BrRLET

Vv AAOEBBEEICIT4EULOEFRNISEREIN:T I/ BAEEATL
510, MAELERIRICEDIDENHY FT

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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73 I BL 5l

HAHBETRDOEBINEHFIONTF RHOEBHEINTLET

NH,-Asp-Gly-Ser-Ala-Lys-Lys-Lys-Lys=CO,H
NHsAla-Ala-Ser-His-Gly ’ 2 1

..... TV DAINKREIRIGE ) UDRIEEDEDT = FE
BrRLET

v/ BAOEHEECE4EULOBFNICERSNET I/ BAEEATL
5180, WAL HERHIRICEDIDENHYFT

Vv BEHEENZ. MEOSEQ DESEEDROEIE LTEHILENH
UET

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO



# L L\ TR
73 I BL 5l

HHOLBETROEINEFONRTF FLRBH I TULNET
NH,-Asp-Gly-Ser-Ala-Lys-Lys-Lys-Lys-CO,H

/
/

NH,-Ala-Ala-Ser-His-Gly ‘

----- ET UL UDALRELKEE Y S L OEIBEEDEDOT I Rk
SERLET

Vv AAOEBBEEICIT4EULOEFRNISEREIN:T I/ BAEEATL
510, MAELERIRICEDIDENHY FT

Vv BEHEENZ. MEOSEQ DESEEDROEIE LTEHILENH
UET

V' TS FREEOMEBEHMERT OIS, BADERINIEREM T 2LEN
hYFET

EEEEEEEEEEEEEEEEE

OOOOOOOOOOOO
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# L L\ TR
73 I BL 5|

- «INSDFeature=
<INSDFeature_key>=SITE</INSDFeature_key>
<INSDFeature_location>5</INSDFeature_location=
- <INSDFeature_quals>
- <INSDQualifier id="g4">
zINSDQualifier_name>=>NOTE</INSDQualifier_name=
1 zINSDQualifier_value=Lysine side chain is amide bonded to the carboxy
terminus of the glycine in SEQ ID NO:2</INSDQualifier_value>
< /INSDQualifier>
=/INSDFeature_quals>
< fINSDFeature=
=/INSDSeq_feature-table>
=INSDSeq sequence=>DGSAKKKK </INSDSeq sequence>

- =INSDFeature=
<INSDFeature_key=SITE</INSDFeature_key=>
<INSDFeature_location=5</INSDFeature_location=
- <INSDFeature_quals=>
- <INSDQualifier id="q11">
<INSDQualifier_name=MNOTE</INSDQualifier_namez=
2 <INSDQualifier_wvalue=glycine carboxy terminus is amide bonded to the side
chain of the lysine in SEQ ID NO:1, position 5</INSDQualifier_value=
=[INSDQualifier=
</INSDFeature_quals:>
</INSDFeature=
</INSDSeq_feature-table=
<INSDSeq_sequence=AASHG</INSDSeq_sequence=

2 COBIDE 5% EEEFIFWIPO Standard ST.26, Annex VID wIPO
Example 7(b)-3/:£ L/f?'o IONFITGEALI\II_II;(;-TFI%‘?JL PROPERTY
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4

L EKECS

ST.26(Mparagraph 3(m)Tlk. [ZFEEEF) %

[ TDESIZH L TLDULEDEEFEZL X O LA F FEEIFT I/ HEEIS)
FiELET, CDEZ/IC/E, AEHEE (paragraph 155 LURTSHE) | £
fr7EXE (paragraph 3 (g). 3 (h), 16, 29 F#=4) . K%k, FA, ERLGE
Y FT, paragraph 93~95 L T3, | EEELTULET,

EEAEIDOFTOLEFIZE DT, BBIRTEDLSIZREING
(FTHNIEESELIDREY £,

ST.26Mparagraph 93~95IZ, ZEEAZLED LS [TRIREHMH
BHESNTWET,

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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L EKECS

Paragraph 93

Paragraph 93 : FAFALEEDTEIZL o THI S A, paragraph 7/CEF
SHBITTDEG S & U FDEFTIDELZEMRIL., FAFALEIEKICEFN., #HE
DEFBFIEE FEI Y ETEABBELSH Y FT,

N

>
= — ETEEREIPBRICEH EINLBEES., FTEERTIHENDSEQID
& N BEEEELAUAEEYEREA!
-~

-

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO



L EKECS

Paragraph 93

HAOHFEICRDLERINT 54 A FEEBTCHAEENET

m L Vs LE QFINA&IIRHPkanle DImMLIK
Homo sapiens LE QFINARAK[I IRHEQYDRK[TIINNDIMLIK
Pongo abelii LE QFINARAK[I IRHEQYDRK[TVINNDIMLIK
Pan paniscus LE QFINARAK[I IRHEKYNRI[TINNDIMLIK
Rhinopithecus bieti LE QFINA[K|I IRHEKYNGN[TLNNDIMLIK
Rhinopithecus roxellana LE OQFINAIQIIRHHEKYNGNTILINNDIMLIK

INEEE. PSAVENERIOhTEEL TS ) BMERERLET,

6 DDEEHSINI-EIDENENZE., MEDSEQ IDESZHDAIDESI & L
TERINRICEDHIDLENHY T,

2 FROAIDE 54 SEEILRIH Y £ W
WIPO Standard ST.26, Annex VI, Example 93-3, AN et o PROPERTY

ORGANIZATION
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Jﬁt)] 15 R

EEFITERZH T D=0 DE

Aol

\Ifl

@t Zifeature keyld, 7 FE LEEDEFH

[CE->TEGYZFT :
Type of Feature Key Qualifier Use
sequence

Nucleic acid variation replace or Naturally occurring mutations and

note polymorphisms, e.g., alleles, RFLPs.

Nucleic acid misc_difference replace or | Variability introduced artificially, e.g., by

note genetic manipulation or by chemical
synthesis.

Amino acid VAR_SEQ NOTE Variant produced by alternative splicing,
alternative promoter usage, alternative
initiation and ribosomal frameshifting.

Amino acid VARIANT NOTE Any type of variant for which VAR_SEQ

is not applicable.

WIPO Standard ST.26, paragraph 96

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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ZEAREBS
BLHIROML LSV EVRES

ST.26(Mparagraph 158 K V27(21F, HWWEWEERENBELGIFS, |
RLHRBEDOELWESZFERALGEFNIEGE LG EEFESINTUVE
.?—

EIVSEKRM?

UTIEZDHITY

X LAF RFEBAIIZEWNT., HAHANLED laFfldcl THYESEBE., In
1 DEHLYIZHWLWEWLES Iml Z2FAHALET,

7 I/BEINIZENT., HAMED LEEIE | THYSBIES., X1 D
KbHYUIZhHWFEWLES 1] #2FHALET,

] & IXJ ZT 74NN EFDEZE >TWAZEITFELTLCESZL, L
- T. nl F£=FE X1 T4 FOBELUNZFERILES .

SERANETY, D UAL PROPERT

OOOOOOOOOOOO
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L EKECS

Paragraph 94

Paragraph 94 : 1 DE /=L EH D iE (- A BB TEH S N/-E—DEI L L
CHIREN-ZRUEIL, EIFI-SDEBELD Y, E—DEIITESH
BITAIEGE Y EFECA, LBSNEAEERIL. REFRDEL VBV F VG
ETHINFET (paragraph 155 L 27 FS48)

N

7
= — ZTEREAABNLICEHEINTE ST, TORI CHIZAIEREL
N LTERDObINTWSBIHEE., TN olIEADSEQ IDEEZHED
= DEEHYEHA!

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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L EKECS

Paragraph 94

HAHETROEINEHFIODNRTF RHABERIATLET :
Gly-Gly-Gly-[Leu E =X lle]-Ala-Thr-[Ser E =& Thr]

v, EFIRIZ1ODEFIELTEDHRZIENTES
v, BINTRDESIZRT OAFELLY : GGGIATX

[Leu Ff=(Z lle] 1. BFIRDELWHWFEWEES [J] TRENDHIRET
H D

‘/ [Ser £1=[X Thr] . 5885 X EXDBEY VFERIFRALAZUOTHSEE
;x93 qualifier®dnote & Dfeature key TVARIANT] TRENBZRETHD

Z.CDOIDESLEFFIIKIZHYFET INTELLEGTUAL PROPERTY

WIPO Standard ST.26, Annex VI, Example94-2, —  ORGANIZATION
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L EKECS

Paragraph 95

Paragraph 95 : ZFIZ DT DEIFFDRE, 1A, FE/-IFEBBANDSIEIZL o TDAEH

TSN BEEMEINE, BEAFKICEENTVGIIAIEL Y EHA. BAIFKICEFNELE5
B, TD&L IHLEEMRIL -

@) TDEFDEIRTEYI LD TE, E—DBHFF/-IZEHXDELSIGHICEEZS
H. ENEDEEDELIBLZLTET

b) FIDESE L TEHR SN, BEDEIFHENES ZEY L TONLINEZE ST, #H
DEZSGIICEEZZSH, ENODEEDELILIHAMLAFL TLVET

) FIDEFE L THREN, BEDEIFFES ZEY S Toshnltatasd, 10
OO0FERFEZBIFAFLIZTEBMINEIFEAFET (paragraph 86 54)

N

~ T Tk%. BA. THEABBRAOSE] &t TRASEX TR
BENBCEEERLES.
S

WIPO
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L EKECS

Paragraph 95(a)

HHOHRBICROATNEENTNET

RTIFKISH A2 M1 : Gly-Leu-Pro-Xaa-Arg-lle-Cys
XaalZEFEDT7 = / B

* * *

LAIDEBIETIE, RITF KT735 A2+ 11EGly-Leu-Pro-Xaa-Arg-lle-Cys
ThHY. XaalEval, Thr, F=I[FAspTHYF5.....

* * *

L AlDEBERETIE, XRTF K735 A2 b 11LGly-Leu-Pro-Xaa-Arg-lle-Cys
ThHY. Xaah\ValTHYHFS...

JTDEFFIGly-Leu-Pro-Xaa-Arg-lle-Cys [ E—DBATICEEN S ENTH Y., F41
SDEEDELEFME T TIHVET

WIPO
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L EKECS

Paragraph 95(a)

v EORIIFEIERICEENTVETAIERE LY. EREKITTORIIOE
MTRI CENTEFT

v, RLEEMEHE, BIIRCEFNLIERTGINEGYFEA - SO
TlE, Xaah' MEBO7 I/ B THHUTY

BEFlIEGLPXRICE R NEITNIEE 59 . 4filfeature key TVARIANT
‘/ 1 & Xaah EEDT7 =/ Bl THHZ & ZxrIqualifier Tnote] NILE
TY
WATIEHDY FEAM., BEIRIZIE. RDIDDEEKRZHIRZDEF| &
\/ LTENHDHZLZHELET,
GLPVRIC
GLPTRIC
GLPDRIC

M CDBID S 5 BEE/FWIPO Standard ST.26, Annex VID e SO AL PROPERTY
Example 95(a)-1/=& Y # 7
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L EKECS

Paragraph 95(b)

HAOAHBETROA VY REINEBHINTLET

aatgn,cccacgaatgn,cac

N1eN25 5 1 g, #-EcTHYBS.
WL DO DEERFREINRDE S ICHREINTULVET -

n,MadiFE. n, [&t. g. Ff=ldc
n,AtDIZE. n, [Fa, g. Ff=ldc
nMghIEE. n, [&t, a. Ff=ldc
nMcDIFZEE. n, [It, g. F=(La

A2t Y REGE, ERDELSGHICEEZZSH, ENbDEEDFELILIE
AL TOFET

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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PN
Paragraph 95(b)

AV Y RABAEFERINRICEFENTVEITNEG ST, ZEAKFIANDEIE LT
RIDENHYFET

RELBEFEHLHIX, BHIRICEEINDETT :nén, (X Ta, t, g, F-EcTH
UF5]

BEHIERD &SRS GEFnIE%G Y £FHA : aatgncccacgaatgncac

feature keyWEELAZWGESE, i (X Tal . Tcl . Tgl £ Mty oLnTh
MELTERENSZO, nITRT HFRIEATETY (ST.26Mparagraph 152
)

WETIEOY AN, BIIRIZIE. XOL4DODOEEAXRZRN<ZDEFIIELTEDH S
CEEHIHELET,

aatgacccacgaatgbcac (b =t, g, £7=13c)

v
v
v
v
v

aatgtcccacgaatgvcac (v =a, g, £7=1&c)
aatggcccacgaatghcac (h =t, a, £7=1dc)

aatgccccacgaatgdcac (b =t, g, £7-13a)
WIPO

WORLD
INTELLECTUAL PROPERTY

;i- S Eff@ﬂ@éé;té%zg/i ORGANIZATION
WIPO Standard ST.26, Annex VIDExample 95(b)/ZH Y 7,
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L EKECS

Paragraph 95(c)

HHHRBICROATNEENTNET

... -Met-Gly-Leu-Pro-Arg-Xaa-Arg-lle-Cys-Lys- ...

XaalXGlyZx f=IZBF| DIEA
Cys-Tyr-lle-Lys-Ser-(10007 = / E&)-Leu-Thr-Pro-Lys

1DDEEMAFIZ, 1000FRZEZLZBFAEZITEBRIAEINEFAN
Fd

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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L EKECS

Paragraph 95(c)

‘/ XaaM1 OO O EDHEDIHEATHHAZEERIL, HBEBDEHNIDESZH
DHIDEEFIE L TERIRIZEHDIVLELADHY £9,

XaaMGlyTHHIEERKRE., HMBEDEFIDESZEF DA DB & L TESI
v RICEHFET,

...-MGLPRGRICK-...

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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4

L EKECS

Q: ROBTRICEAINIEZEEAN?

G-L-P-T-R-I-C-[L FF=l& 1]1-A-v-[G F=IZ A]

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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4

L EKECS

Q: ROBTRICEAINIEZEEAN?

G-L-P-T-R-I-C-[L or I]-A-V-[G or A]

A : Paragraph 94 :

N OFELIZEHDE/IZAEFERENTZEH I -E—DASE L THERE AL
ZEZMEEIE, BINEICEDEBEND Y, E—DEF TEIANLITAIZTY
FHA, LBEIN-REZERF, RLFABRDELIOVHOWEIVGTZETEIAE
7, /

TTTTTTTTTTTTTTTTTTTT
OOOOOOOOOOOO
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L EKECS

Q: ROBMFRIZERAINIERETENAN?

Position 1 2 |3 4 ) 6 | 7 8 9

Sequence A V | L T Y L | R G E

Variant 1 A
Variant 2 P P

Variant 3 A | G Y

Variant 4

FXNZERAIX, ZERICEFENDSGT S/ BH 1B OXMETSH5F7I/EHERL
THd_EZxrL, -] (X TEH| ORIET DT/ BORKETT,

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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L EKECS

Q: ROBMFRIZERAINIERETENAN?

Position 1 2 |3 4 ) 6 | 7 8 9

Sequence A V | L T Y L | R G E

Variant 1 A
Variant 2 P P

Variant 3 A I G Y

Variant 4

FXNZERAIX, ZERICEFENDSGT S/ BH 1B OXMETSH5F7I/EHERL
THd_EZxrL, -] (X TEH| ORIET DT/ BORKETT,

A : Paragraph 93 :

[EFHAFADFHERDITTEIZL o TS/, paragraph 7/2&8Z X4 3T DE
Bk UIFDIIDEZMIL, FHEALIINEIZCEF N, HEDIFHFEF
BZEYETEABLENDYET, J

WIPO
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L EKECS

Q: ROBMFRIZERAINIERETENAN?

HARTRDEINMNFHARSINTULNET :
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (E2%l] 1)

BAHZEIZIX, BE5 1 ICBEHT 2 RDBEHRMNEENTWNET
LSBT OERBETIE, BB 1DTMONY URTFSZUTEBRINLTWNS. ..

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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L EKECS

Q: ROBMFRIZERAINIERETENAN?

HARTRDEINMNFHARSINTULNET :
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (E2%l] 1)

BAMZEIZ(X, BE5 1 ICBEHT 2 RDBEHRMAIEENTWNET
LCEBTEOEBRETIEK., BB 1DTEAEONY R TS UTEBREIRTWS. ..

A : Paragraph 95(a) . ZZ8IZK /T DECIIFDRE, 1EA, FLIZEBANDSEIZL T
DA EN EEZMEMECFE, B, EiFIRICEFENEEZE. FDL ODLEZEMLIL - FIFEK
[CEFATUVGEITAIET Y EFEA

@) TDEFIDIEFRTEI CENTE, E—DBIFL-ILEHXDELIGHICEEZS
H ENSDEEDFELFBELZL TIVET

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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L EKECS

Q: ROBMFRIZERAINIERETENAN?

HARTRDOEIIAFHTREINTILNET
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (E2%l] 1)

BAHZEIZIX, BE5 1 ICBEHT 2 RDBEHRMNEENTWNET

L EBIADTEDNY) AT FZVITEBRESNTWSEGS. 1007 5=y
[T/ VICE#ESNET ...

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION
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L EKECS

Q: ROBMFRIZERAINIERETENAN?

HARTRDEINMNFHARSINTULNET :
Met-Gly-Ala-lle-Pro-Asp-Val-Lys-Arg-Ala-Cys-Trp (E2%l] 1)

BAMZEIZ(X, BE5 1 ICBEHT 2 RDBEHRMAIEENTWNET

L BIIDTED/NY) AT ZZVITEBRISNTWSEGS. 1007 5=y
[T/ VICE#ESNET ...

A : Paragraph 95(b) - ZZZIZ/ZTT DECFIFDRKE, FEA, FE/-ILZEBADSEIZL 2T
DAFT SN B FEZMRAFE, BIFZICSEN TG IFAIEGE Y FEA, BIFICTF
NhBBE. FDLSHLEENKIL :

(b) FIDESGIE L TEHREN, BEDESFHFESEEYEToNLIINIELS T, #E#H
DELZSGHICEEZZEH, ENLDEEDEFELIZHAMFL TOVET ;

WIPO

WORLD
INTELLECTUAL PROPERTY
ORGANIZATION



136

e
il

WIPO

WORLD
INTELLE



